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1 AT G AC GAT GGC T GCC AAT GAC T T T CC AT T T C AAT G CC AGG AG AAG AAAT C 

51 ATATTCTCAGCCAAGTCTAGTCTACTGCAATGGTAACATTGCGGAGACGT 

101 ATCTCGAAGAAAAGGTATTTATACTGCTCCTTTATAATCTCGAATGCCAC 

151 TTAAAATTTAGACAGGTTTTGACAGCGCCGTTGGATTATTTGCGTGCCTT 

201 ACCTAGCAAAGATATTCGCAGTGGACTGACCGACGCCATTAATGAGTTCC 

251 TGCGTGTCCCAGAGGAAAAGGTTCTTGTCATAAAGCGTATAATTGATCTT 

301 CTTCACAATGCATCCTTACTGTAAGTTCGAGATTGCATAACATAGACCTA 

351 GT AG AT TC T AAC T AAC AGCT T T AGC AT T GAT GAT AT C C AGG AT T CAT C C A 

401 AACTGCGACGTGGAGTCCCTGTAGCCCACCACATATTTGGAATCGCACAA 

451 ACAATAAATTCGGCCAATCTAGCGTATTTCATTGCCCAGAGAGAGCTTGA 

501 GAAGCTTACGAATCCTCGAGCATTTGCTATATATAATGAGGAGCTAATCA 

551 ATCTGCATCGTGGTCAGGGTATGGAGCTCCATTGGAGAGAATCGCTCCAT 

601 T G C C C T AC C G AAG AT GAG TAT C T GC G AAT GAT C C AAAAG AAG AC AG G C G G 

651 TCTGTTCCGATTGGCAATCAGACTGCTGCAAGGCGAAAGCGCTAGCGATG 

701 ACGATTATGTCTCACTTATTGATACTCTCGGAACCCTGTTCCAGATTCGA 

751 GAT GAC TAT C AAAACT T AC AGAGT GAT AT AT AT T CT AAGAAC AAAG GC T A 

801 C T G T GAG GAT T T AAC AG AG G G C AAAT T C T C G T AT C C G G T CAT C CAT AG T A 

851 TTCGGTCGCGACCAGGAGATGTTCGATTAATCAATATTTTGAAACAGCGT 

901 AGTGAAGATGTTATGGTGAAGCAATACGCGGTGCAACATATCGAATCTAC 

951 AGGAAGCTTCGCATTCTGTCAAAATAAAATTCAATCTTTGGTGGAGCAAG 

001 CAAGAGAGCAATTGGCGGCTCTAGAAAATAGCAGTTCATGTGGAGGCCCC 

051 GTTCGCGACATCCTTGACAAGTTAGCAATAAAACCACGGGCAAATATAGA 

101 AGT AGAGT AG 
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1 MTMAANDFPF QCQEKKSYSQ PSLVYCNGNI 

51 PSKDIRSGLT DAINEFLRVP EEKVLVIKRI 

101 RRGVPVAHHI FGIAQTINSA NLAYFIAQRE 

151 HRGQGMELHW RESLHCPTED EYLRMIQKKT 

201 YVSLIDTLGT LFQIRDDYQN LQSDI YSKNK 

251 SRPGDVRLIN ILKQRSEDVM VKQYAVQHIE 

301 EQLAALENSS SCGGPVRDIL DKLAIKPRAN 



AETYLEEKVL TAPLDYLRAL 
IDLLHNASLL IDDIQDSSKL 
LEKLTNPRAF AIYNEELINL 
GGLFRLAIRL LQGESASDDD 
GYCEDLTEGK FSYPVIHSIR 
STGSFAFCQN KIQSLVEQAR 
I EVE 
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1 ATGACTAGCGACTTCAAGGTAATAATCGTGGGAGGATCAGTGGCTGGGCT 

51 TTCACTAGCCCACTGCTTAGAAAAAATCGGTGTTTCTTTCATGGTTCTAG 

101 AGAAGGGTAATCAAATAGCTCCCCAACTCGGTGCCTCAATTGGCATTTTG 

151 CCAAATGGTGGACGTATTCTTGATCAACTGGGCATCTTCCATAGCATCGA 

2 01 GGATGAAATCGAACCTCTAGAATCTGCTATGATGAGATACCCGGATGGTT 

251 TCTCTTTCAAAAGTCAATATCCCCAAGCTTTGCATACTAGGTAATAACAG 

301 TGAAAGAAGAGTGGCCTATAAGTGTTCATATATCGCTAACTTCGTGCGGT 

351 TAATAGTTTTGGTTATCCCGTGGCTTTCCTTGAGAGGCAAAGGTTTCTTC 

401 AG AT AC T T TAT GAT AAAC T C AAG AGC AAAGACT GC GT T T T T AC AAAC AAG 

4 51 CGGGTAGTCAGTATT GCAAGTGGCCAAGAC AAAGTCACAGC AAAGACT TC 

501 AGATGGCGCTAAGTACTTAGCAGATATCGTGATCGGTGCTGACGGGGTCC 

551 ACAGCATCGTCAGGTCAGAGATTTGGAGGCATTTGAAGGAAAACTCTCAA 

601 ATATCAGTATTAGAGGCACCGAACGCAAGTAGGTTAACCTAGGATTAATT 

651 GCAAAGAAACTTTACTAATGAGGGAGCCACTTAGGTATTAAGCATGATTA 

701 TTCATGCATTTACGGAATTTCTTTAAACGTTCCCCAGATCATCCTAGGAA 

751 TACAGTTAAACTGTTTAGATGACGGAGTGTCAATACACTTGTTTACGGGT 

8 01 AAACAATCCAAATTATTTTGGTTTGTTATCATCAAAACGCCTCAGGCTAG 

851 CTTTGCTAAAGTAGAGATTGACAATACACATACAGCAAGGTGTATCTGCG 

901 AAGGAC T GAGGACGAAAAAGGT T T C AGAT ACC T T AT GT T T T GAAG AT G T A 

951 TGGTCAAGATGCACCATATTCAAGATGACGCCTCTTGAGGAAGGGGTGTT 

1001 TAAGCATTGGAACTATGGCCGCTTAGCATGTATTGGTGATGCTATCCGCA 

1051 AGGTATGTGGATGATGCTATATGTCCCTATTTCGTGTCATCAGTGGGATG 

1101 ACAAAAGAAGGCCACTATTTGCCGCTAATATAAATGATCGTATCGCTAAC 

1151 AT T AAC AG AT G GC C C C AAAT AAT G G G C AAGG AG C AAAT AT G G C GAT AG AG 

1201 GACGCTTGCAGTCTCGCAAACATCCTCCAGAAAAAGATATCACATGGTTC 

1251 GAT T C GAG AC C AAG AT AT C AAT T C AAT G T T T C AG G AAT T C T C TAT G G C T C 

1301 AACGGGCTCGCACGGAGAGCGTCTGCGCGCAGTCGGAGTTTCTAGTCCGC 

1351 ATGCATGCGAATCAAGGTATTGGAAGAAGACTTCTTGGGCGGTACCTTAT 

14 01 TCCTTTCCTGTATGACGCACCTGCTGGTTTATCTGGATTTTCTATAAGTG 

14 51 GCGCAACAAGAATAGAGTTCATAGACTTGCCCACTAGATCTCTTAGGGGA 

1501 GCGTGGGGAAAGTCATGGAGAGGGTCATGGGAATTCATCCTACAAAGCTT 

1551 GGTCTATTTGCGACCCAAGTTTAGGATAGTTTATGCCTTGTATCTCGTTG 

1601 CAGCTGCAGCTTTTATCTTGTATTGTCTTAGCAGTCTCTTCCCGTAG 
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1 MTSDFKVIIV 

51 PNGGRILDQL 

101 PVAFLERQRF 

151 LADIVIGADG 

2 01 LNVPQIILGI 

251 NTHTARCICE 

301 LACIGDAIRK 

351 FQEFSMAQRA 

401 LSGFSISGAT 

4 51 VYALYLVAAA 
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1 ATGCAATACGGTAATTTAACAACTGTATTACTTCTGCGTAATACTTTATT 

51 GTCCTTGAATTCTTCGTCAATCTGCCATGTTCACTGGCTGCAAGTGATTG 

101 TGGCTCTGCTTGTCTTGATCGTCTGCATCTTTCTATATTGGCGAACACCC 

151 ACTGGCATCAATGCTCCTTTCGCAGGATATCGTTCACCATGGGAGCCGCC 

201 GCTCTTGGTTCAGATGCGTTACGTCTTCAACGCTGCCTCAATGATACGCG 

251 AAGGATATGCTAAGGTATGTTTTATCCCGCGTAGAGGTCTTCTACCCGGA 

301 TAG AC C G AG AAG AT AAC AAC T T C GG AAC AG T G G AAAG AC TCCTTGTTC C A 

351 G AT CT C AC GAT AC GAC GGT GAC AT T C T TAT T GT GC C T CC AAGAT AT T T GG 

4 01 AT G AC CT C C AC AAC AAGT C AC AAG AG GAG T T AAG T G C TAT T TAT G G T T T G 

4 51 AT T C GG GT G AG GAAT GC C AC C AAC CAAAAAACGCAGAGCCT AT TAGCGC A 

501 TGGTCTCACATATTCGAATTTGCTAGAATTTTGGTGGTAGCTATAGCGGC 

551 ATCACCCTGCTTGGAGAAAACGATGTTGGCATTCGTGCGCTTCAGGTATG 

601 TACACCCTTCCAAAAGTCTGTTAGGGACCTTCCTTACTCTACTACAGACA 

651 AAAATCACCCCAAATCTTGCGAAATTATGCGATGACATAAGGGATGAGTT 

7 01 TCAGTATTGTCTAGATACAGACTTCCCAGCCTGCAGAGGTATGCCATTTC 

7 51 CAAAATCCCATTATGCAGTCTCTACTTTTTCTGGCACTAACGATATCTAA 

8 01 CATAGATTGGACATCAGTGTCCGTGCATCCATTGTTTCTAAAAGCAGTCG 
8 51 AAAGGATAACACATCGGATTTTTGTTGGATTGCCATTATGTCGGAATCCC 
901 C AAT G G G T C C AAG C GAC C AG C AAG CAT G C A C AT T AC G G T A C G T C AAT T G A 
951 CTAATAATAGGCAATATACGCGCTCATATGCTTTGCAGCAACAATGATAC 

1001 AGATAGCTATGAGATCTGTCCCAAAGTTCATTCAGCCTTTACTAAATTTT 

1051 TGCCTTCCGTGGCCATGGAAGAACGCAGCCTGTGTTCGTGAAGCAAAGAA 

1101 T G C C C T TAT AT T AG AAAT G C AAC G C C GAC G AAAT C T C GAG AAAG T T AAC A 

1151 GTTTTGATTATATCAAATCCAATGACTTGCTGCAAGCAGTTATGGAAATG 

1201 TCTTCTCCTAGTCATGAGGATAGCCAGCTTGATGTTGTCGCCCAGATAAT 

1251 GCTCACGATGAACACAATCGCTGGCCACAGTACTGCCGCATCCGGAGCAC 

1301 ATGCACTGTTCGATATGGTTAGCCACTCTAAGTATATTGAATTGCTGCGT 

1351 GAGGAGGCTCTTCAAGTCTTTCGACATGTTGAACTGCGTGTTACAAAACA 

1401 GGCTTTGGGGGATTTGCGAAAATTGGACAGCTTCCTCAGAGAGTTAGTAT 

14 51 TGTCCTAAACATCACAATCTCACCACATTCTCACGCTAGCTTTTCCTCCG 

1501 TACTAATGATGGTCGTTGCTAAGATCCCAACGACATAATCCGCTAAGCTT 

1551 GTGTATGTTTAGCTAAGAGTCTCGAAAACCTGGAAATGTTTGTCCTGTGC 

1601 CCGAGTTCTAACGTCTCTTACTACAGTAGGCTTTTTTCGGGTCGTATTAG 

1651 ACCCTGCCGGTATCACACTTCAAGATGGCACACATGTTCCTTACAACACA 

17 01 CTGCTTTGTGTCGCACCACATGCGATATCCAATGACCCGGATGTGATAGA 

17 51 AGACCCAACCTCGTTCAACGGTCTGCGATACTACGAACAGCGCTGTCGTG 
1801 ACGCCAGTCAAGAGAAAAAGCATCAATACGCTACTACGGATAAATCTCAC 

18 51 CTGCATTTTGGCTACGGAACCTGGGCCTGTCCAGGCCGCTTCTTGGCCTC 
1901 TGATATGTTAAAAGTGATTCTAACGATGCTTCTGCTTCAGTATGACATCC 
1951 GCTCCCCCGAGAGAGCAAAACGGCCTGTGGCAGGTCATTTTCATGAGTTT 
2 001 CCGCTTTT C AAT AT T AAC AC AC C AC T GT T AAT GAAAC G AC GC AAT GAT T C 
2 051 GCTAGTTCTATGA 



Figure 8 



WO 2005/061699 



9/56 



PCT/NZ2004/000333 



1 MQYGNLTTVL LLRNTLLSLN SSSICHVHWL QVIVALLVLI VCIFLYWRTP 

51 TGI NAP FAG Y RSPWEPPLLV QMRYVFNAAS MIREGYAKWK DSLFQISRYD 

101 GDILIVPPRY LDDLHNKSQE ELSAI YGLIR NFGGSYSGIT LLGENDVGIR 

151 ALQTKITPNL AKLCDDIRDE FQYCLDTDFP ACRDWTSVSV HPLFLKAVER 

201 ITHRI FVGLP LCRNPQWVQA TSKHAHYATM IQIAMRSVPK FIQPLLNFCL 

251 PWPWKNAACV REAKNALILE MQRRRNLEKV NSFDYIKSND LLQAVMEMSS 

301 PSHEDSQLDV VAQIMLTMNT IAGHSTAASG AHALFDMVSH SKYIELLREE 

351 ALQVFRHVEL RVTKQALGDL RKLDSFLRES QRHNPLSLLG FFRVVLDPAG 

401 ITLQDGTHVP YNTLLCVAPH AISNDPDVIE DPTSFNGLRY YEQRCRDASQ 

4 51 EKKHQYATTD KSHLHFGYGT WACPGRFLAS DMLKVILTML LLQYDIRSPE 

501 RAKRPVAGHF HEFPLFNINT PLLMKRRNDS LVL 
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Continued on pages 11, 12, 13 & 14/55 

1 AATGGACTAGAAAGTACATTTGTTATACAGTGCTATCTCCTTAGGCTCAG 

51 TCTACCTTGTGGGTCAGTGCAGGCCCCACAGGCCCCCTGCCACAAGGTTA 

101 GTAACCGCGCAAGCACGCGAAAGTGTAGCGTAGTAAATTATATAGGAAAA 

151 ATTAGCAGTATATTAATTATTAGCCTATCTATATATAAGTAAATATACCT 

201 T TAAT T C AC T T C T AT T TAAT T G GAT AT AG AC CCTAGTTAACGTGACTTCA 

2 51 C AAG G T G AA C T AAG T C C AAG AAG AT AG AG G T AAT T G C AG T GAG AT C C AC A 

301 GGTCTTGTCAGGGGACGGCAATGTATGCATATATCGTGAAATCAATGCTA 

351 GCGGCATTGAATCAATGACTTCTGTAGCTAGCGATAATAGCAGCGATAGA 

4 01 AGC C T C TAG AAT C T AT AT AG AC AGT AT T AAG T AAAC T CT C C ACC T G TAT C 

4 51 CACAGCTAACTTACATACACCTAGCCCTGTCTTGAGTGCTTTTAGAAGAC 

501 TATGCTAACTTAGATCACACCCTAAGTGCCAATGTCTCCCAATTAGCCGC 

551 GAAGAGAGAACTTATCGCAAGGAAGTGATAAGGCTATAACATCCAACAGG 

601 TTACTTAAAGACAACAGGCTAGGAATCAATTATAGTAGCAATCAAAACTA 

651 GATCCTGTATTCTATAACAAGAAGTTAAATCCCCCCTAGACTATCTGTCT 

7 01 ATCTTTAGTTATACTTTGGTTTTGCTTTGTTGTCTTATGCCTACATTCCT 

7 51 AAAAGATCTTTATGACGATGGCTGCCAATGACTTTCCATTTCAATGCCAG 

801 GAGAAGAAATCATATTCTCAGCCAAGTCTAGTCTACTGCAATGGTAACAT 

851 TGCGGAGACGTATCTCGAAGAAAAGGTATTTATACTGCTCCTTTATAATC 

901 T CGAAT GC C AC T T AAAAT T TAG AC AG GT T T T GAC AGC GCC GT T GGAT TAT 

951 TTGCGTGCCTTACCTAGCAAAGATATTCGCAGTGGACTGACCGACGCCAT 

1001 TAATGAGTTCCTGCGTGTCCCAGAGGAAAAGGTTCTTGTCATAAAGCGTA 

1051 TAATTGATCTTCTTCACAATGCATCCTTACTGTAAGTTCGAGATTGCATA 

1101 ACATAGACCTAGTAGATTCTAACTAACAGCTTTAGCATTGATGATATCCA 

1151 GGATTCATCCAAACTGCGACGTGGAGTCCCTGTAGCCCACCACATATTTG 

1201 GAATCGCACAAACAATAAATTCGGCCAATCTAGCGTATTTCATTGCCCAG 

1251 AGAGAGC T T G AG AAGC T T AC G AAT C C T C GAGC AT T T GC TAT AT AT AAT GA 

1301 GGAGCTAATCAATCTGCATCGTGGTCAGGGTATGGAGCTCCATTGGAGAG 

1351 AATC GCT C CAT T GC C C T AC C G AAGAT GAG TAT C T GC GAAT GAT C C AAAAG 

14 01 AAGACAGGCGGTCTGTTCCGATTGGCAATCAGACTGCTGCAAGGCGAAAG 

14 51 CGCTAGCGATGACGATTATGTCTCACTTATTGATACTCTCGGAACCCTGT 

1501 T CC AGAT T C GAGAT GAC T AT C AAAAC T T AC AGAGT GAT AT AT AT T C T AAG 

1551 AACAAAGGCTACTGTGAGGATTTAACAGAGGGCAAATTCTCGTATCCGGT 

1601 CATCCATAGTATTCGGTCGCGACCAGGAGATGTTCGATTAATCAATATTT 

1651 TGAAACAGCGTAGTGAAGATGTTATGGTGAAGCAATACGCGGTGCAACAT 

17 01 ATCGAATCTACAGGAAGCTTCGCATTCTGTCAAAATAAAATTCAATCTTT 

17 51 GGTGGAGCAAGCAAGAGAGCAATTGGCGGCTCTAGAAAATAGCAGTTCAT 

1801 GTGGAGGCCCCGTTCGCGACATCCTTGACAAGTTAGCAATAAAACCACGG 

1851 GC AAAT AT AG AAGT AG AG T AGT T G AC AT T AAG AAC AT T GC GAT AAAAG AC 

1901 ACTTTTACTATACTCGACTAGTTTTAAAACTATGTGTGAGATTAAGACGT 

1951 CTTCAGGTACTCAAAGTGTGGAAGTATGTCACGCAGAAAAGAGCTAACAT 

2001 TGCTCTCAGCTTCCTCACTATTTAGTTTCACCAAGAGCATCCTTCATAGA 

2051 GACATTTGCGGCTGTGATTTTCGTTTACGTCATGTTGTTAAACATTGTTG 

2101 TATGGTATCTTTGCTTAGGAGTAGACATCCATTTTCTCTCACTCTACTCT 

2151 T AGAG AT CGT C AAGT GT C AC AT AC AT T T C T G AGAACT AG G AC T T T G CAT A 

2201 GAATATGCATCGGTTAGGTGTTTGCGTAGAGAGTACGTGTGTCTGAGGTT 

2251 AGCCATTGCGCTTCGTTTGCGGTTTACAATGGGGCAAGGCTTAAAGCTTT 

2301 TTAAAGCCACGGTGACCACTACTGCAGGTGCATTCTTTTTTTAGTCGTAA 

2351 AACACTAAGTTTTTTTTACTAGTTATAATAGACTTTTCTTTCCTTCTTCC 

24 01 C T T C T C GT AG AT AAAC C C AAT T G AAG AAT T AAT AT AAAG T GT AT T CT T AA 

24 51 TCCTAGCCTTATCCCTAAATATATATATATATATTGTATACTCTAGCTAG 

2501 CTCTATGTAGGGCTAGTTCTAGTACTGCCTCTAGTTAGTTAAAAGGGAAA 

2551 ACCCTTAAATAAGAAGAAAAATCCCTTTATATTTTGTCAGGCGAAAACAA 

2 601 C CACCCG AAAAC GAC GGAT T T GAC GAT GAC AC T AAC AAC AAAG C T AAC GA 

2 651 AT T T GAC GAT AT T AGC AAT T G AAC C TAG AT AT CG GGAT C T AGG T C T G C G A 
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2701 GGTTTCCGATCCACGCCTAGGATTCAAGCTAGGGGGTAGGGTCTTTTTCT 

2751 AATAATAGGTTATTTTATTAATTAAACAATCCAAGCCTAAGGCAACGAAG 

2 801 GGAGAGTAAAGTTTCTATTTAAAGGGAGGGAATCTAGGGGTTTTATCTAG 

2 851 CTAGGAGGTCACATGACTAGGGATCCGATGTGGCCGAATTGATCTGACAA 

2 901 GCCAATAGATCTGACGAAGCCAAGGTCTAGGGGCCCGAGGTCTTGTGAGA 

2 951 GAGGTCTCGAGAGGTCACAATGCTAGCCACACAATATCTATCAATATATG 

3001 AAT AT AT TAT AT TAT AT GAT T T ACC C T AG AT AGC AAT T T AT GC C AT T AAC 

3051 CAGTACTCCTGCCGTGATGTTGCTTTGTAGTAGGAAAACCATACTAGGTT 

3101 GCTAATTATCTAGATAACTAGATAACTAGTTAGTTGCCTAGTTAGAACTC 

3151 GTATCTCAAATCCCTGTTACGTATCTCTCTACCCGCAGTCCTTTTTAGAT 

3201 CTTGTTATTGAGTCTCGTAGAAGTAGCACATCCGCGCTACCTGCAGCTGG 

3251 ACCAGCTATGAGACTGACAAAAAACATCCTTACCATAACTCGTAAGCTCA 

3301 AGTGTTTATTTTCTGCTTCAAGTGCTTGAGAAAATAGCCCCACGGTCAAG 

3351 AAAAAT C C ACT T GAT GT AC C AGT C AT C T CAT T AAT C T GT C T G AGT C T AGC 

34 01 ATGTCGTGCAGCGATCTCGGAACACGGAAACTGCGAGCAATCGGGTACAC 

3451 CAAGGAGGCTATTCCCTATATGAAAGGGAGCAGTGGCGTCTCTGTGAAGG 

3501 AGAGTCGCCACGATCGCTACCATAAAAATGCCAATGTGGCTTATACCAGT 

3551 GCACCAGAAAATAGTCCTTAGGAAAGCCTTCTCTTGCCTCCTCGGCCACG 

3601 CTGTTACTAATTTCTCGGCACGATATTGATTTAGGATCCACAGTGAAAAG 

3651 ACGGGAAAGGCAGTGGAAAGTCCAACTGTGTAAGAGAGATAGCCTAGTGC 

3701 GGCCAAACTTCTTCAAAAAGTAAGCATAGTCAGTGAGTCAGAGTTAACAG 

3751 GGAATCACATACTCAAACTTGCGGAGGAATGCGCCATGCGGTACGGTCTC 

38 01 ATGCAGAATTATCAAAATGAGCCCAACCAGCTGAGCAATGTAAAGCATTA 

3851 GGTGAAGCCAAAACCAAGGCCCATTATCCCAAATGGACTGCATCGACGCA 

3901 ACAGCGCGAAACCCGAACCATGGTGATGTGGTTCCATAGCTTAATGTAGC 

3951 AT C C G AAG AAT C AAT G AAC T G T AAT G G GC AG G G AAAGT C AAT GAT C G GAT 

4 001 ATCCTTCCCGTGACTTCCATATTACGCCGGCTAAACAAAAGAAACCCTGC 

4 051 AGAGAGATAAAGATCCAATCACTTCGCGACATAGGGAAAAATAGAGGAAA 

4101 ACTGATAATAACTTTAGGTCCAGTTTCATGCAATATTGGGAAAGGCCAGA 

4151 AGCATAATCCGTACAATCGTCATGATATCGTCAAAGCGAGACTAAGCTGT 

4201 TTCTTTATAGGGGCTGAGAAATCTTGGCAATAGGAAACCGGAAGAATGCC 

4251 GAGTGCGACTGACGCAAAGAATTGGCTTGAGCACCCGACCCCCTCTCCAT 

4 301 CCCTAACCCGTGTCGTCATTATCTTTCGGCAATAGATATGGCGTTTCATT 

4 351 TCACTGTAACATACAGATTACTCCGTATTTATGTAATAATACACCCTATT 

4 4 01 ACATGTAATATTACACGTAGGGAGGGGGTGATTAGGAAGCGTGCGGATGA 

44 51 TACGTAGAACTACTATATAATTAACTACTCCGTATAGATAGCTAGTATTA 

4501 G T TAT T G T AAAG G T AG G G G T C AAT AT AG AT GAT T AAAAG C G T T C AAT T T A 

4551 G T C AAT T AG AGG T G C AG AC AG C AC C T GAG T T T T G T AC C T AAAAGG T A C AT 

4 601 AGTGCGCTATAGTAATGACTAGTTTACGGAGGTACTTCTAATACATTGTA 

4 651 TCCACTCGTTGTCTTAGAGAGAGTTTTATCCTAGTCAATGCGCGCTGCCT 

4701 CATACATCCTAGGCTTTAAGGGAGCTCTCCCTGACAGTTATTGCAGCTAC 

47 51 C T TAG C T AC AT T C A G G G G T G C TAT T T AC G CAT AAG GGTGTGCTT AAT AAA 

4 801 CACACCCCTGTCAATACCCAAGCCACAATAAAGACAGTTTTTGTCTTTGT 

4 8 51 G C AGAT T C GT G AAT C C T AC T AAAGC T T AC AG AC AC AT GC AAT ACC ACT AA 

4 901 TAAAATATTGATTTGGAGTTGTTTTGGAGGTGGATTTTAGTATAGGACTA 

4 951 TAACCACTCTCCTATCTTACATCAGAATAAACCCAATTTTTGTGGTCTAG 

5001 ACAAAACGTAATGCTAAGCAAAAAGTGGAGAGCTTGCAAAAGCCAGAGAG 

5051 AAGACATGGCGCCATAACTAAATTGATCCTTGTATATCTGATGCAGTTGC 

5101 CACTGCGTGAGAGATAAAGCAAGTTAATCGATTAGTATCCGATCAAAACT 

5151 TTTCGTTCTAGGAAAGCTTTATTTCGCACACATCAATGTTCTTGGAATGC 

52 01 T AAC C C G AAT C G C AAT TAT C T G AAAC CAT G AC TAG C G AC T T C AAG GT AAT 

5251 AATCGTGGGAGGATCAGTGGCTGGGCTTTCACTAGCCCACTGCTTAGAAA 

5301 AAATCGGTGTTTCTTTCATGGTTCTAGAGAAGGGTAATCAAATAGCTCCC 

5351 CAACTCGGTGCCTCAATTGGCATTTTGCCAAATGGTGGACGTATTCTTGA 

54 01 TCAACTGGGCATCTTCCATAGCATCGAGGATGAAATCGAACCTCTAGAAT 
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54 51 CTGCTATGATGAGATACCCGGATGGTTTCTCTTTCAAAAGTCAATATCCC 

5501 CAAGCTTTGCATACTAGGTAATAACAGTGAAAGAAGAGTGGCCTATAAGT 

5551 GTTCATATATCGCTAACTTCGTGCGGTTAATAGTTTTGGTTATCCCGTGG 

5601 CTTTCCTTGAGAGGCAAAGGTTTCTTCAGATACTTTATGATAAACTCAAG 

5651 AGCAAAGACTGCGTTTTTACAAACAAGCGGGTAGTCAGTATTGCAAGTGG 

5701 CCAAGACAAAGTCACAGCAAAGACTTCAGATGGCGCTAAGTACTTAGCAG 

5751 ATATCGTGATCGGTGCTGACGGGGTCCACAGCATCGTCAGGTCAGAGATT 

58 01 T GGAG GC AT T T GAAGGAAAAC T C T C AAAT AT C AGT AT T AG AGG C AC C G AA 

58 51 CGCAAGTAGGTTAACCTAGGATTAATTGCAAAGAAACTTTACTAATGAGG 

5901 GAGCCACTTAGGTATTAAGCATGATTATTCATGCATTTACGGAATTTCTT 

5951 TAAACGTTCCCCAGATCATCCTAGGAATACAGTTAAACTGTTTAGATGAC 

6001 GGAGTGTCAATACACTTGTTTACGGGTAAACAATCCAAATTATTTTGGTT 

6051 TGTTATCATCAAAACGCCTCAGGCTAGCTTTGCTAAAGTAGAGATTGACA 

6101 ATACACATACAGCAAGGTGTATCTGCGAAGGACTGAGGACGAAAAAGGTT 

6151 T C AGAT ACC T TAT GT T T T GAAG AT G T AT GG T C AAG AT GC ACC AT AT T C AA 

62 01 GATGACGCCTCTTGAGGAAGGGGTGTTTAAGCATTGGAACTATGGCCGCT 

62 51 TAGCATGTATTGGTGATGCTATCCGCAAGGTATGTGGATGATGCTATATG 

63 01 TCCCTATTTCGTGTCATCAGTGGGATGACAAAAGAAGGCCACTATTTGCC 
6351 GCTAATATAAATGATCGTATCGCTAACATTAACAGATGGCCCCAAATAAT 

64 01 GGGCAAGGAGCAAATATGGCGATAGAGGACGCTTGCAGTCTCGCAAACAT 
64 51 C C T C C AG AAAAAGAT AT C AC AT GGT T CGAT T C G AGAC C AAGAT AT C AAT T 
6501 CAATGTTTCAGGAATTCTCTATGGCTCAACGGGCTCGCACGGAGAGCGTC 
6551 TGCGCGCAGTCGGAGTTTCTAGTCCGCATGCATGCGAATCAAGGTATTGG 
6601 AAGAAGACTTCTTGGGCGGTACCTTATTCCTTTCCTGTATGACGCACCTG 
6651 CTGGTTTATCTGGATTTTCTATAAGTGGCGCAACAAGAATAGAGTTCATA 
6701 GACTTGCCCACTAGATCTCTTAGGGGAGCGTGGGGAAAGTCATGGAGAGG 

67 51 GTCATGGGAATTCATCCTACAAAGCTTGGTCTATTTGCGACCCAAGTTTA 

68 01 GGATAGTTTATGCCTTGTATCTCGTTGCAGCTGCAGCTTTTATCTTGTAT 
6851 TGTCTTAGCAGTCTCTTCCCGTAGCAAGGAACAACTGTCGAAAATGGCCT 
6901 TAATCTGGAAAAGCTAATGCGGCGATGAAGGCAGGCAGAACTCAAAAACA 
6951 G AC AAGC AAT GAC CC T CAT AT T GT T AAAT GC T AGT T GT T AC AT AAC T T C A 
7 001 T G T GAT T C G AG GT G AAAC TAT AT T AAC C CAT T T T C C AAC T AG G A G AAAAA 
7051 TGTGTT AT AGAAAAGT AAGC AAAT AGCT AGT AAGAA TAT AAT AAAAAGCT 
7101 AG AC AT G AAC T TAT AT T T C C AAC AGC AAGAC C T AGG TAT AT AGT AAC T AA 
7151 AAG GT AT T AC GAAC C T AAC AT AT AC T AAT AGT AT AT AAT AG AGT AG C T T A 
7201 TGT AG AAAT AT AAGTAAAGAAAT AGC AAAT AGGTAAGGAATT AAT AAAC C 
7251 TAATAGGCCATAGTAGCACCATTTAGACTAAACACAATATAGTTAGCTAT 
7 301 AGTTATGTAGTCATAACTAAGAATTCAATTAAGTAAACACTTAGTAAGAT 
7 351 AGT AAT AAGT T AC T AT AGAG AAT AT AG AGT C TAT AT C C T T ATC C T T GT T C 
7 4 01 ATAGTGTCTATAAGCTCCTAGAGCTATTCTAGAATAGCAAAACGATTAGC 
7 4 51 AAAATTGCCCTCAAGTGTAAGAATAGCCTAGTGTAAAAACCATAGCGTTA 
7 501 AGAAACTATAAGACTAGTAAAAAAAAGGGAGACTTGTAGTCTTGCAGGTA 
7 551 TTGCCTCTCTTATTACACTAGATATAGCGCTTTAAAGTTTAGTCTTAGCT 
7 601 AG AGT AG AAAT T AAAAC C T AAT GGAAAC T C AAGT T GAT T TAT AGT AAT AT 
7 651 AGCCTTAATAAGGGGTTTTTTTTAAAGTCCGTGTACTTAGTATGTAAATA 
7701 ACACATATAGCTACACTTTTCAAAGGAAATTGTAGTTATATTAGTGGTAA 
7751 AAC GGT GGT AAAT AGAAGGGTTAAAGAGGGT AT GAAC T AAGC TTAAAAAA 
7801 AC C C TAG GAAAG AAAC TAG G T T TAT AG G G AG AAAAAC C T AAT C AG G C AAT 
7 851 AGGGAACTGCAAGTAAATGTTAGAGATAGGATACTTACAAAATAAAGGGC 
7 901 TAGGAAAAC TTTAGATCCTTTAGATAAT T AAG CAGCTAGCTAGCT AT GGG 

7 951 ATAGCTATGTGTTTATAAAGCAAGGTATTTAGCAAAGACTACTTATACTA 

8 001 TATATAGTAAATTAGAGTTTAAGACCTTTACACACCTACTCCTAGGTAGT 
8 051 ATCTTTCTAGTAGTAACTACGAATCTTAGCCTTCAATCTATTCATTACCC 
8101 TAT AAC CGAAGT TAT AAC AAAT CCTTAAATTTTT AAT AAGTATTAATCTA 
8151 TACTTAACACATATAAGTACTATATTTATCAAGTATTAATTAACACTATA 
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Figure 10 continued 

8201 AAGG T T AT AAAT AT AAAT T CT AC T T AT AAAAAGG AAAT AT AT C T T C T T T A 

82 51 AAAT AAGGG CT AAT T AAT T AAT T T AAT GAG GC AT G AAAAT AT TAT T G T T A 

8 301 TAAAGGAAAAGGGGGGATTATTTACTACCCCTTAAGTTATATAATCATGC 

8 351 GTTGTTAGAAATATTAAAGCTTCTAGTGTAAAATAAAAGCTAAGTGCAAC 

8 4 01 TAAGTGTAATTAAAAGCACTAGGCTTATAACCTATAAGATAGTGGAAAAA 

8 4 51 GT AAT AAT AAT AAAT T C AG CT AT C T AAGC T C T T TAT AT AC GT GGT AT AAT 

8 501 AAGGCTATATAACGAGAGCAAAAGACAGTCTTTACCCTAAGTGACAAGGT 

8 551 CTCGTAATTAGCCGCGAAGAGGGAAAGCATCGCGATGAAAGTGATGCCTA 

8 601 AGATGTGAGGCTGCTACATCTAACAGATCAGACCCTTCGTCTCCTCAGAA 

8 651 CACGCGGTTTGAAAAGTTCTACCTCTAGCAACTCCTCGCACCAAGCTGTT 

87 01 TCTACATGCTCTTACCGCAATCTAAACTGAAACCCAAAATTCACCTCGCA 

87 51 CATAGCCCCTAATCCGCAATTGCTTTAACATGCAATACGGTAATTTAACA 

8 8 01 ACTGTATTACTTCTGCGTAATACTTTATTGTCCTTGAATTCTTCGTCAAT 

8 851 CTGCCATGTTCACTGGCTGCAAGTGATTGTGGCTCTGCTTGTCTTGATCG 

8 901 TCTGCATCTTTCTATATTGGCGAACACCCACTGGCATCAATGCTCCTTTC 

8 951 GCAGGATATCGTTCACCATGGGAGCCGCCGCTCTTGGTTCAGATGCGTTA 

9001 CGTCTTCAACGCTGCCTCAATGATACGCGAAGGATATGCTAAGGTATGTT 

9051 TTATCCCGCGTAGAGGTCTTCTACCCGGATAGACCGAGAAGATAACAACT 

9101 TCGGAACAGTGGAAAGACTCCTTGTTCCAGATCTCACGATACGACGGTGA 

9151 CAT T C T TAT TGTGCCTC C AAG AT AT T T GG AT G AC C T C C AC AAC AAG T C AC 

9201 AAGAGGAGTTAAGTGCTATTTATGGTTTGATTCGGGTGAGGAATGCCACC 

9251 AAC C AAAAAAC G C AG AG C C TAT TAG C G CAT G G T C T C AC AT AT T C G AAT T T 

9301 GCTAGAATTTTGGTGGTAGCTATAGCGGCATCACCCTGCTTGGAGAAAAC 

9351 GATGTTGGCATTCGTGCGCTTCAGGTATGTACACCCTTCCAAAAGTCTGT 

94 01 TAGGGACCTTCCTTACTCTACTACAGACAAAAATCACCCCAAATCTTGCG 

94 51 AAAT TAT G C GAT G AC AT AAG G GAT GAG T T T C AG TAT T GT C TAG AT AC AG A 

9501 CTTCCCAGCCTGCAGAGGTATGCCATTTCCAAAATCCCATTATGCAGTCT 

9551 CTACTTTTTCTGGCACTAACGATATCTAACATAGATTGGACATCAGTGTC 

9601 CGTGCATCCATTGTTTCTAAAAGCAGTCGAAAGGATAACACATCGGATTT 

9651 TTGTTGGATTGCCATTATGTCGGAATCCCCAATGGGTCCAAGCGACCAGC 

9701 AAG CAT G C AC AT T AC G G T AC G T C AAT T G AC T AAT AAT AG G C AAT AT A C G C 

97 51 GC T CAT AT GCT T T GCAGC AAC AAT GAT AC AGAT AGC T AT GAGAT C T G T C C 

98 01 CAAAGTTCATTCAGCCTTTACTAAATTTTTGCCTTCCGTGGCCATGGAAG 
98 51 AACGCAGCCTGTGTTCGTGAAGCAAAGAATGCCCTTATATTAGAAATGCA 
9901 AC G C C G AC G AAAT C T C G AG AAAG T T AAC AG T T T T GAT TAT AT C AAAT C C A 
9951 ATGACTTGCTGCAAGCAGTTATGGAAATGTCTTCTCCTAGTCATGAGGAT 

100 01 AGCCAGCTTGATGTTGTCGCCCAGATAATGCTCACGATGAACACAATCGC 

10051 TGGCCACAGTACTGCCGCATCCGGAGCACATGCACTGTTCGATATGGTTA 

10101 GCCACTCTAAGTATATTGAATTGCTGCGTGAGGAGGCTCTTCAAGTCTTT 

10151 CGACATGTTGAACTGCGTGTTACAAAACAGGCTTTGGGGGATTTGCGAAA 

10201 ATTGGACAGCTTCCTCAGAGAGTTAGTATTGTCCTAAACATCACAATCTC 

10251 ACCACATTCTCACGCTAGCTTTTCCTCCGTACTAATGATGGTCGTTGCTA 

10301 AGATCCCAACGACATAATCCGCTAAGCTTGTGTATGTTTAGCTAAGAGTC 

10351 TCGAAAACCTGGAAATGTTTGTCCTGTGCCCGAGTTCTAACGTCTCTTAC 

10401 TACAGTAGGCTTTTTTCGGGTCGTATTAGACCCTGCCGGTATCACACTTC 

104 51 AAGATGGCACACATGTTCCTTACAACACACTGCTTTGTGTCGCACCACAT 

10501 GC G AT AT CC AAT G ACC C G GAT GT GAT AGAAG AC CCAACCTCGTTC AAC GG 

10551 TCTGCGATACTACGAACAGCGCTGTCGTGACGCCAGTCAAGAGAAAAAGC 

10 601 ATCAATACGCTACTACGGATAAATCTCACCTGCATTTTGGCTACGGAACC 

10 651 TGGGCCTGTCCAGGCCGCTTCTTGGCCTCTGATATGTTAAAAGTGATTCT 

10701 AACGATGCTTCTGCTTCAGTATGACATCCGCTCCCCCGAGAGAGCAAAAC 

10751 GGCCTGTGGCAGGTCATTTTCATGAGTTTCCGCTTTTCAATATTAACACA 

108 01 CCACTGTTAATGAAACGACGCAATGATTCGCTAGTTCTATGATTTATTGT 

108 51 GACTTTCGTTAGCATATTACATAGTGCGAAACTTAATCTAGAAAACTAGA 

10901 GAATGAATATCTTTGGCACTGTCATGCATGCACGCCTTAACATCATATTC 
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10951 ATTTATATTATTACTAATGGCCTAGATCTTATTTACTTAGTGAAACTAGG 
11001 GGAACACATCACTTTCTTTGTCCTAGTGTGGTTTTAAATGTTATTCTTTG 
11051 CGTACATTTCCATATAGCAGCCCGTTTAGTAACCGTATTCACCTTGCCTA 
11101 ACAATCGTTTTCTAATAACACGCTAAGGGCAACAAGTGACAAGTGTTTAG 
11151 TAATTAGTAAGCAGTTTAGGTTAGGGGGAGCAAGGTAGTGTAAGCGCAGG 
11201 GCGTGCGGTTTATTATAATAGAAAAGAATATAGTATTAGGGTTAACACTA 
11251 GAAAAATCCCCCTAGCTTATTAAGTAAGGAAATAGATTAGATAATTATAG 
11301 TAGTAATATTTATAGAATCGCTCTAGCTAGCTTAAGTAGTAATTAACCAT 
11351 CATCATTACCTAATCATTTTGGTACTATTACAGGCCTTTCCGTACAGCCA 



WO 2005/061699 



15/56 



PCT/NZ2004/000333 



1 AT G AC GAT G GC T G C C AAT G AC T T T C CAT T T C AAT G C C AG G AG AAG AAAT C 

51 ATATTCTCAGCCAAGTCTAGTCTACTGCAATGGTAACATTGCGGAGACGT 

101 ATCTCGAAGAAAAGGTATTTATACTGCTCCTTTATAATCTCGAATGCCAC 

151 TTAAAATTTAGACAGGTTTTGACAGCGCCGTTGGATTATTTGCGTGCCTT 

201 ACCTAGCAAAGATATTCGCAGTGGACTGACCGACGCCATTAATGAGTTCC 

251 TGCGTGTCCCAGAGGAAAAGGTTCTTGTCATAAAGCGTATAATTGATCTT 

301 CTTCACAATGCATCCTTACTGTAAGTTCGAGATTGCATAACATAGACCTA 

351 GTAGATTCTAACTAACAGCTTTAGCATTGATGATATCCAGGATTCATCTA 

4 01 AACTGCGACGTGGAGTCCCTGTAGCCCACCACATATTTGGAATCGCACAA 

4 51 ACAATAAATTCGGCCAATCTAGCGTATTTCATTGCCCAGAGAGAGCTTGA 

501 GAAGCTTACGAATCCTCGAGCATTTGCTATATATAATGAGGAGCTAATCA 

551 ATCTGCATCGTGGTCAGGGTATGGAGCTCCATTGGAGAGAATCGCTCCAT 

601 TGCCCTACCGAAGATGAGTATCTGCGAATGATCCAAAAGAAGACAGGCGG 

651 TCTGTTCCGATTGGCAATCAGACTGCTGCAAGGCGAAAGCGCTAGCGATG 

7 01 ACGATTATGTCTCACTTATTGATACTCTCGGAACCCTGTTCCAGATTCGA 

7 51 GAT GAC TAT C AAAACT T AC AGAGT GAT AT AT AT T C T AAG AAC AAAGGC T A 

8 01 CTGTGAGGATTTAACAGAGGGCAAATTCTCGTATCCGGTCATCCATAGTA 
8 51 TTCGGTCGCGACCAGGAGATGTTCGATTAATCAATATTTTGAAACAGCGT 
901 AGTGAAGATGTTATGGTGAAGCAATACGCGGTGCAACATATCGAATCTAC 
951 AGGAAGCTTCGCATTCTGTCAAAATAAAATTCAATCTTTGGTGGAGCAAG 

1001 CAAGAGAGCAATTGGCGGCTCTAGAAAATAGCAGTTCATGTGGAGGCCCC 

1051 GTTCGCGACATCCTTGACAAGTTAGCAATAAAACCACGGGCAAATATAGA 

1101 AGTAGAGTAG 



Figure 11 
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1 ATGACTAGCGACTTCAAGGTAATAATCGTGGGAGGATCAGTGGCTGGGCT 
51 TTCACTAGCCCACTGCTTAGAAAAAATCGGTGTTTCTTTCGTGGTTCTAG 

101 AGAAGGGTAATCAAATAGCTCCCCAACTCGGTGCCTCAATTGGCATTTTG 
151 CCAAATGGTGGACGTATTCTTGATCAACTGGGCATCTTCCATAGCATCGA 
201 GG AT G AAAT C G AAC C T C T AG AAT C T GC TAT GAT GAG AT ACCC GG AT GGC T 
251 TCTCTTTCAAAAGTCAATATCCCCAAGCTTTGCATACTAGGTAATAACAG 

301 TGAAAGAAGAGTGGCCTATAAGTGTTCATATATCGCTAACTTCGTGCGGT 

351 TAATAGTTTTGGTTATCCCGTGGCTTTCCTTGAGAGGCAAAGGTTTCTTC 

4 01 AG AT AC T T T AT GAT AAAC T C AAG AGC AAAG AC T GC GT T T T T AC AAAC AAG 

4 51 CGGGTAGTCAGTATTGCAAGTGGCCAAGACAAAGTCACAGCAAAGACTTC 

501 AGATGGCGCTAAGTACTTAGCAGATATCGTGATCGGTGCTGACGGGGTCC 

551 ACAGCATCGTCAGGTCAGAGATTTGGAGGCATTTGAAGGAAAACTCTCAA 

601 ATATCAGTATTAGAGGCACCGAACGCAAGTAGGTTAACCTAGGATTAATT 

651 GCAAAGAAACTTTACTAATGAGGGAGCCACTTAGGTATTAAGCATGATTA 

701 TTCATGCATTTACGGAATTTCTTTAAACGTTCCCCAGATCATCCTAGGAA 

751 TACAGTTAAACTGTTTAGATGACGGAGTGTCAATACACTTGTTTACGGGT 

8 01 AAACAATCCAAATTATTTTGGTTTGTTATCATCAAAACGCCTCAGGCTAG 

8 51 C T T T GC T AAAG TAG AGAT T G AC AAT AC AC AT AC AGC AAGGT GT AT C T GC G 

901 AAGGACTGAGGACGAAAAAGGTTTCAGATACCTTATGTTTTGAAGATGTA 

951 TGGTCAAGATGCACCATATTCAAGATGACGCCTCTTGAGGAAGGGGTGTT 

1001 TAAGCATTGGAACTATGGCCGCTTAGCATGTATTGGTGATGCTATCCGCA 

1051 AGGTATGTGGATGATGCTATATGTCCCTATTTCGTGTCATCAGTGGGATG 

1101 AC AAAAGAAGGC C AC TAT T T GC C GC T AAT AT AAAT GAT C GT AT C GC T AAC 

1151 ATTAACAGATGGCCCCAAATAATGGGCAAGGAGCAAATATGGCGATAGAG 

1201 GACGCTTGCAGTCTCGCAAACATCCTCCAGAAAAAGATATCACATGGTTC 

12 51 GAT T C GAGAC C AAGAT AT C AAT T C AAT GT T T C AGGAAT T C T CT AT GG C T C 

1301 AACGGGCTCGCACGGAGAGCGTCTGCGCGCAGTCGGAGTTTCTAGTCCGC 

1351 ATGCATGCGAATCAAGGTATTGGAAGAAGACTTCTTGGGCGGTACCTTAT 

14 01 TCCTTTCCTGTATGACGCACCTGCTGGTTTATCTGGATTTTCTATAAGTG 

14 51 G C G C AAC AAG AAT AG AG T T CAT AG AC T T G C C C AC TAG AT C T C T T AG G G G A 

1501 GCGTGGGGAAAGTCATGGAGAGGGTCATGGGAATTCATCCTACAAAGCTT 

1551 GGTCTATTTGCGACCCAAGTTTAGGATAGTTTATGCCTTGTATCTCGTTG 

1601 CAGCTGCAGCTTTTATCTTGTATTGTCTTAGCAGTCTCTTCCCGTAG 



Figure 12 
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1 ATGCAATACGGTAATTTAACAACTGTATTACTTCTGCGTAATACTTTATT 

51 GTCCTTGAATTCTTCGTCAATCTGCCATGTTCACTGGCTGCAAGTGATTG 

101 TGGCTCTGCTTGTCTTGATCGTCTGCATCTTTCTATATTGGCGAACACCC 

151 ACTGGCATCAATGCTCCTTTCGCAGGATATCGTTCACCATGGGAGCCGCC 

201 GCTCTTGGTTCAGATGCGTTACGTCTTCAACGCTGCCTCAATGATACGCG 

2 51 AAGGATATGCTAAGGTATGTTTTATCCCGCGTAGAGGTCTTCTACCCGGA 

301 TAGACCGAGAAGATAACAACTTCGGAACAGTGGAAAGACTCCTTGTTCCA 

351 GAT C T C AC GAT AC G AC GG T G AC AT T C T T AT T GT G CC T C C AAG AT AT T T G G 

4 01 ATGACCTCCACAACAAGTCACAAGAGGAGTTAAGTGCTATTTATGGTTTG 

451 ATTCGGGTGAGGAATGCCACCAACCAAAAAACGCAGAGCCTATTAGCGCA 

501 TGGTCTCACATATTCGAATTTGCTAGAATTTTGGTGGTAGCTATAGCGGC 

551 ATCACCCTGCTTGGAGAAAACGATGTTGGCATTCGTGCGCTTCAGGTATG 

601 TACACCCTTCCAAAAGTCTGTTAGGGACCTTCCTTACTCTACTACAGACA 

651 AAAATCACCCCAAATCTTGCGAAATTATGCGATGACATAAGGGATGAGTT 

701 TCAGTATTGTCTAGATACAGACTTCCCAGCCTGCAGAGGTATGCCATTTC 

751 CAAAATCCCATTATGCAGTCTCTACTTTTTCTGGCACTAACGATATCTAA 

801 CATAGATTGGACATCAGTGTCCGTGCATCCATTGTTTCTAAAAGCAGTCG 

851 AAAGGATAACACATCGGATTTTTGTTGGATTGCCATTATGTCGGAATCCC 

901 CAATGGGTCCAAGCGACCAGCAAGCATGCACATTACGGTACGTCAATTGA 

951 CTAATAATAGGCAATATACGCGCTCATATGCTTTGCAGCAACAATGATAC 

1001 AG AT AGCT AT GAG AT C T GT C CC AAAGT T CAT T C AGC C T T T AC T AAAT T T T 

1051 TGCCTTCCGTGGCCATGGAAGAACGCAGCCTGTGTTCGTGAAGCAAAGAA 

1101 TGCCCTTATATTAGAAATGCAACGCCGACGAAATCTCGAGAAAGTTAACA 

1151 GT T T T GAT TAT AT C AAAT C C AAT GAC T T GC T GC AAGC AGT T AT GGAAAT G 

1201 TCTTCTCCTAGTCATGAGGATAGCCAGCTTGATGTTGTCGCCCAGATAAT 

1251 GCTCACGATGAACACAATCGCTGGCCACAGTACTGCCGCATCCGGAGCAC 

1301 ATGCACTGTTCGATATGGTTAGCCACTCTAAGTATATTGAATTGCTGCGT 

1351 GAGGAGGCTCTTCAAGTCTTTCGACATGTTGAACTGCGTGTTACAAAACA 

14 01 GGCTTTGGGGGATTTGCGAAAATTGGACAGCTTCCTCAGAGAGTTAGTAT 

1451 TGTCCTAAACATCACAATCTCACCACATTCTCACGCTAGCTTTTCCTCCG 

1501 TACTAATGATGGTCGTTGCTAAGATCCCAACGACATAATCCGCTAAGCTT 

1551 GTGTATGTTTAGCTAAGAGTCTCGAAAACCTGGAAATGTTTGTCCTGTGC 

1601 CCGAGTTCTAACGTCTCTTACTACAGTAGGCTTTTTTCGGGTCGTATTAG 

1651 AC CCTGCCGG TAT C AC AC T T C AAG AT G G C AC AC AT G T T C C T T A C AAC AC A 

17 01 CTGCTTTGTGTCGCACCACATGCGATATCCAATGACCCGGATGTGATAGA 
1751 AGACCCAACCTCGTTCAACGGTCTGCGATACTACGAACAGCGCTGTCGTG 

18 01 ACGCCAGTCAAGAGAAAAAGCATCAATACGCTACTACGGATAAATCTCAC 
18 51 CTGCATTTTGGCTACGGAACCTGGGCCTGTCCAGGCCGCTTCTTGGCCTC 
1901 TGATATGTTAAAAGTGATTCTAACGATGCTTCTGCTTCAGTATGACATCC 
1951 GCTCCCCCGAGAGAGCAAAACGGCCTGTGGCAGGTCATTTTCATGAGTTT 
2001 CCGCTTTTCAATATTAACACACCACTGTTAATGAAACGACGCAATGATTC 
2051 GCTAGTTCTATGA 
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1 MTMAANDFPF QCQEKKSYSQ PSLVYCNGNI AETYLEEKVL TAPLDYLRAL 

51 PSKDIRSGLT DAINEFLRVP EEKVLVIKRI IDLLHNASLL IDDIQDSSKL 

101 RRGVPVAHHI FGIAQTINSA NLAYFIAQRE LEKLTNPRAF AIYNEELINL 

151 HRGQGMELHW RESLHCPTED EYLRMIQKKT GGLFRLAIRL LQGESASDDD 

201 YVSLIDTLGT LFQIRDDYQN LQSDI YSKNK GYCEDLTEGK FSYPVIHSIR 

2 51 SRPGDVRLIN ILKQRSEDVM VKQYAVQHIE STGSFAFCQN KIQSLVEQAR 

301 EQLAALENSS SCGGPVRDIL DKLAIKPRAN IEVE 
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1 MTSDFKVIIV GGSVAGLSLA HCLEKIGVSF VVLEKGNQIA PQLGASIGIL 

51 PNGGRILDQL GIFHSIEDEI EPLESAMMRY PDGFSFKSQY PQALHTSFGY 

101 PVAFLERQRF LQILYDKLKS KDCVFTNKRV VSIASGQDKV TAKTSDGAKY 

151 LADIVIGADG VHSIVRSEIW RHLKENSQIS VLEAPNASIK HDYSCIYGIS 

2 01 LNVPQIILGI QLNCLDDGVS IHLFTGKQSK LFWFVIIKTP QASFAKVEID 

251 NTHTARCICE GLRTKKVSDT LCFEDVWSRC TIFKMTPLEE GVFKHWNYGR 

301 LACIGDAIRK MAPNNGQGAN MAIEDACSLA NILQKKISHG SIRDQDINSM 

351 FQEFSMAQRA RTESVCAQSE FLVRMHANQG IGRRLLGRYL IPFLYDAPAG 

401 LSGFSISGAT RIEFIDLPTR SLRGAWGKSW RGSWEFILQS LVYLRPKFRI 

4 51 VYALYLVAAA AFILYCLSSL FP 
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1 MQYGNLTTVL 

51 TGINAPFAGY 

101 GDILIVPPRY 

151 ALQTKITPNL 

201 ITHRIFVGLP 

251 PWPWKNAACV 

301 PSHEDSQLDV 

351 ALQVFRHVEL 

401 ITLQDGTHVP 

451 EKKHQYATTD 

501 RAKRPVAGHF 
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1 TACTGTCCGTATTGATACACTTCGCTGGAATCGCAATCTGCTGTCCCGGC 
51 . . TGTAGCTGGTAGCCATCGGACAATGTAATTCGTTCTCGGACAATGCGTCT 
101 . . AAAAGTGAACTCGCCCACTGGATTGATTCGTTGTGACTCTCTCATCAGGC 
151 TATCCAATTGTTTCATATCAAGCATAGTCTGTTGCGTGATTTCCGTCCAA 
2 01 CCATGCTTGAGCACGTTTTGCTGTTCTCTTCGGAGGCTCTCCTTCAAGCT 
2 51 GTCGTCCGAGATCATGTCAAAAAGTATGTGAGTTAACGCCATAGCTGTTG 
301 TATGAATGACAGCCATGCTCAATATTCCTAGCGTA 
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1 GCCCTTAGCGTGGTCGCGGCCGAGGTACCAAACGGAAAGAATGTATACCA 

51 ACCATTCGACGTTGGCCTCGATTACTCCCCCAATTCCTCGATCGGCTGAG 

101 TTATAATGACCATGCCGCCCGCCTAGTCAAACATGGCTATGAGAAGCACA 

151 AAAATCAACCGTTTAGGCTACTTAAGATGGACATGGATCTGATTGTCATT 

2 01 CCTTTACAATACGCGCTGGAATTACGGGCGGTTACGAGCGACAAATTAGA 

2 51 CCCTTTAACAGCCAGCTTTGATGACAATGCTGGTAAAGTTACGAGGATAT 

301 TATTAGGGAGCGAACTTCACACACGTGCCATACAGCAGCGTTTGACCCCA 

351 AAGCTTCCACAAACTCTTCCAGTGCTATTGGATGAGCTCAATCATGCCTT 

4 01 TGGGCAAGTCTTACCTGCCGGCAACGACGGTTCCAATGCTTGGATTTCTG 

4 51 TCAATCCATACGAATTGGTTCTCAATCTAGCTACCCGNGCTACAGCGAGG 

501 CTATTCGTTGGAGACCTGATTTGTCGAAACGAANTTTTCTCGAGACTACT 

551 GCTTTCTTTTAGGCGCAACACGTTGGATACGATATCCNCCTCCCGGAGTT 

601 TTGGCAATTNGTNCCCANATTATTTCGCCNGGGGGATTT 
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1 ACAGGAAGGACCTCGGGGAGNCCCAAGAAAAACGAAGCTCCCAAGCATCG 

51 ATTTGTCACCCCCGACAGCAACTACTTGACCTTTGGGNCCGGTAAATACG 

101 TCTGCCCCGGCCGATTTATAGCGGANCACATGTTGAAGCTGATGATGACC 

151 GCCGTGCTCCTGCGCTACGAGTTCAGGNGGCCTCNGGGAGTCCCTGTGCC 

201 CGAAAANAGTATCGGCATGTCTTTGCTTATCCAGGCAAGCCACACTGTTG 

2 51 ATN AAC GAC GC AAAGAT GGC G AT C AG AT T C T T T AAAGT AT CAT TAT C T G A 

301 AANGAAGAAAAGAGGATGTNTNCCTCTTCCCGTNAAAACTGCTGAGTGCA 

351 AGTTTGTGAAAGGAGAGGNGTTACGAACAGAATGTACCTGCCCNGGGNGG 

401 CNGCTCAAGGGG 
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1 TCCTTTGGCAGTCCAAGTTGCTAAGGATGTAGTGGCTTCTCTGTCTGCTA 

51 CTTTTCGCCTTTCAACAAAATGGAGCGAAACTCTACTGTCCAATTTTGCA 

101 GTAACACCAGACCAAGCTCGACAAGTTATTAACATGCTGCCCGAGTGGAT 

151 TCAAGGCTTCGTACCTGAGGGAATGGAGTGCGATTTTCCAAAGAGAATCC 

2 01 C GT T C GC C AT G AC AT CAT T C G AC CT AAAT G GC T C C AAT GT AG C TAT G AAG 

251 CTCTACGTTAATCCAAGGGTAAAGGAGATTTTAACTGGTACTCCCTCATC 

301 AG AC TTGGTCTGG GAG T T C C T C C G AAAT T T AAC AC C AG AAA T G AAA C C AC 

351 GAGCGGTCGACTTGCTTGAGAGGTTTATTACCGATAATTCAGGCCCGTTT 

4 01 GCTATTGAGCTTGTAGGTATTGACTGCGTTGACGACGCTCACCTATCAAA 

4 51 TGCAAGGGTCAAGCTTTACGTTCATACCATGAGCAGCTCATTTAACACCG 

501 TAAAGAATTATGTTACTCTTGGGGGTGCAATCTGGGATGAACAAACCCAA 

551 AAGGGCTTAGGAATACTACAAAGTATTTGGCACCTATTGCTTCAGGAGCC 

601 AG A G G GTATTTCT G AC AAT GG AT T C G AC AAG C C T G T G AAC G AC T C T T C C A 

651 TGTTATGCCAAAAGCTATATTTTAGTTTCGAGCTACGCCCAGGTACAGAC 

701 TTCCCTCAGGTGAAGAGTCGATTT 
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1 GGNNNANAAANAACNTCNGGNNGGGCGAATTNNNNTTCCTNGGNGNGGGG 

51 GGNNAGNGGCCGCCAGTTTTCTGGGANATCTGCAGANTTCGCCCTTTCGA 

101 GNNTCCNCGCCGAAGCTCTCCCTCACTTGCANTTGCACGGGGTACTTCCT 

151 CTGCANNTTCCNCACCATCANAAGNCNCNACGNCTGCTGCATACTTNANT 

201 TATACTAGGTTNGTTANCCGATCATNCATGTCCNGNNGCTATTGAGCTTG 

2 51 TAGGTCATGGACTGCTANGACGACCTNNCCTATCANATAAAAGGGCAAGC 

301 T T T ACGT T CAT AC CAT G AGC AGN T CAT T TN AC AC C GT AAAG AAT AT GT AA 

351 CTCTTGGGGGGGCATCTGGGATGACAANCCNAAAGGCTTAGGATACTNNA 

4 01 AGATTTGCGCCTATGCTCAGGGCANAGGGATTCTGCATGATCGNAAGCTG 

4 51 GACANTNTCATTTTCAANGTNNTTAGTCGNCTCCCAGTCTCCGNGCGTNA 

501 NGNATCACNTGNGCGTNTGGGTCACNGACANT 



Figure 23 
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1 CCCTCTGGCTCCTGAAGCAATAGGNGCCAAATACTTTGTAGTATTCCTAA 

51 GCCCTTTTGGGTTTGTTCATCCCAGATTGCACCCCCAAGAGTAACATAAT 

101 TCTTTACGGGGTTAAATGAGCTGCTCATGGTATGAACGTAAAGCTTGACC 

151 CTTGCATTTGATAGGNGAGCGTCGTCAACGCAGTCAATACCTACAAGCTC 

2 01 AATAGCTGACGGGCNTGATTATCGGAATAACCTCTCAGCAGGCGACCGCT 

2 51 CGGGGTTCATTCTGGGTTAAATNCGGGNACTCCAACAAGCTGATGNGGAN 

301 NCTCGCCNCCCCNTAGGNAATCANNTGGGGCGTTTAGGACGNCNGACAGT 

351 GGN 



Figure 24 
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1 GGACTCTCTGGCAAAGCCCGTTCATTCTCTCAACATGGAGTTCCATCCGT 

51 TGGTCGAGCAGTTAAAACAAACATTCCGTGCCTCGCCAGTCCTTTTTCTT 

151 GGACGCGGTTTGCTCATCCTCGTGGTCTTCTTGATTGTCATCAACATCAT 

201 CCGCCAGCAGCTCCCTCGAAGTAAATCAGAGCCGCCTTTGGTGTTTCACT 

251 GGATACCGTTCATCGGCAATGCCGTTTCCTACGGTCTGGATCCATTTGTC 

301 TTCTACTCGCAATGCCAGAAAAAGCATGGCGACATCTTCACTTTTATCCT 

351 TTTCGGCCGAAAAATGACTGTCTACCTGGGCCTTGAAGGAAACGACTTCA 

401 TTCTCAATGGCAAACTTCAAGACGTCAACGCCGAGGAGATATACGCTCCA 

451 CTTACGACTCCTGTCTTCGGAAGCGACATTATCTACGACTGCCCAAACGC 

501 AAAATTAATGGAGCAGAAGAAATTCGTCAAATTCGGCCTGACGCACAATG 

551 CTCTGTGCTCCTATGTACCTCTCATCGAGAAGGAGGTTATTGATTACCTG 

601 AAAGTGGCACCTGCATTTAAAGGCCACTCTGGTGTCGTCAACATTCCTGC 

651 TGCCATGGCTGAAATCACAATCTTTACAGCGAGCAGAACGCTACAGGGCA 

701 AAGAAGTCCGAAACAAGCTATCGGCTGAATTTGCAGAACTATATCACGAT 

751 CTCGACCTTGGCTTCCGTCCCATCAACTTCCTCATGCCATGGGCGCCTTT 

801 G C C GC AAAAA T AG AC G C C GAG AC G C C G C C CAT G C AAAG AT GAG AT C AAT T 

851 TACATCGATATTATCAACGAGCGCCGAGCGTCTGGGAAA 
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ATTTATGTCTTTTGCAGCGCTGTCGTATAATTAAGAGCAATTATGGCTCGTTGCAGCAAACAATCGCC 
CAATTGATACAATCAAAATTCCACAAGCGAAAGTTGTGACAACTCACGTCCTATCACTCCTGTCGTTT 
CCTTTCAACATACGGTAACTGTCTTCTCCAAGCGGCGCAAAAGAACAACGGCATTCCGATTGGGGAGG 
ATCTTATCCCCATGAACAATGTTAGGAGGGCGCCGCGACGGAAACTCACTATCTAGCTTAAAATCATA 
CTCGAGCAGAATCCGACTCATGATTGCTTTAATCATATACTATGAGCACAAACTCAAGGGTTAGTCAA 
G AAG G T C G AAT G T G C G T C AC AT GAG C T T G AAG G GAG AT T GAT AT G G AAAAAAAAAAG AT G AAAAT C T A 
CATCACATACGGAAGCTATGAAGCGTCCCGGACAGGCATATCTCCCAAATCCGAAGTGCAGATTCAAG 
GCGCTGCTGTTAGAAAATGATGTTGTGGCAGTGCCAGATTGTTTCAACCATCGAAAAGGTTGAAACAA 
GTGAGCGTCGGATAATTTCGTACTGTCCGTATTGATACACTTCGCTGGAATCGCAATCTGCTGTCCCG 
GCTGTAGCTGGTAGCCATCGGACAATGTAATTCGTTCTCGGACAATGCGTCTAAAAGTGACTTCAATC 
GCCAGTTAGTTCCAAGTTTGACAAAAGACTGGCTTAGAATAGTCCTTACACTCGCCCACTGGATTGAT 
TCGTTGTGACTCTCTCATCAGGCTATCCAATTGTTTCATATCAAGCATAGTCTGTTGCGTGATTTCCG 
TCCAACCATGCTTGAGCACGTTTTGCTGTTCTCTTCGGAGGCTCTCCTTCAAGCTGTCGTCCGAGATC 
ATGTCAAAAAGTATGTGAGTTAACGCCATAGCTGTTGTATGAATGACAGCCATGCTCAATATTCCTAG 
CGTACGATGCGCAAGTGCTTCTGGCCGTGCTTCATCCTCGGTGACTGCTAACTCTGTACACCACTGCA 
AAAAGTCGTCGTGCTTTTCCTCAGAGTTAAGTTTCCTTCTCTGGACTTCTGAACCAAGGAGGTTTTGA 
ATGTATTGTAATTGCCCGTGAGCTTCTTTCGCTGTGGAAATCCACCGTGCGAAATAATGTGTGAACAA 
ATTGCCAAAACTACGGGAGGTGGATATCGTATCAAACGTGTTGCGACTAAAAGAAGCAGTAGTCTCGA 
GAAAAATTTCGTTTCGACAAATCAGGTCTCCAACGAATAGCCTCGCTGTAGCACGGGTAGCTAGATTG 
AGAACCAATTCGTATGGATTGACAGAAATCCAAGCATTGGAACCTCCACTAATATTAGACAACACTAG 
ACAAGTGGAATGTTTGAAAGAATGAAAACACATACCGTCGTTGCCGGCAGGTAAGACTTGCCCAAAGG 
CATGATTGAGCTCATCCAATAGCACTGGAAGAGTTTGTGCTGGATTCAGTTAGCATAGTGCAAACGTA 
TTCTGTTAGATTACACTTACGAAGCTTTGGAGTCAAACGCTGCTGTATGGCACGTGTGTGAAGTTCGC 
TCCCTAATAATATCCTCGTAACTTTACCAGCATTGTCATCAAAGCTGGCTGTTAAAGGGTCTAATTTG 
TCGCTCGTAACCGCCCGTAATTCCAGCGCGTATTGTAAAGGAATGACAATCAGATCCATGTCCATCTT 
AAGTAGCCTAAACGGTTGATTTTTGTGCTGTAACCTAGGCGGTTAGTACTATCATCACGGATGCTCAC 
AGACTTGGGACCGAACACCTTCTCATAGCCATGTTTGACTAGGCGGGCGGCATGGTCATTATAACTCA 
GCCGATCGAGGAATTGGGGGAGTAATCGAGGCCAACGTCGAATGGTTGGTATACATTCTTTCCGTTTG 
GTACCGTAAACAACGTACCACAGTAGTAAACAGATACCCACTGGGACAGCGTGCAACATTAACATTCT 
CAAGAGTAGCTGATTTGACTTGAATGGAATATAAAATGATTTATGAATTAATTTTGAATGGGCTTGGC 
AT C T AC AG AAT AAAAG AT T AT AAG AC AAAT AAG AC AAAG C T T AAT G T TAAAAC T T T AT G T T AAGT AC T 
TGAAATTGTCCTAAGCCATCGAATCTAATGCAACGCCTGTCCTCTTTTCTCTTGACACTATGTAAGGA 
GCCTGCAGCAATAACTAAGGATGTGATCCAAGTTAGCGCAGTTATTTAAAATTCGTCATTTTTAGACC 
CACTAGCGCCTTCCTATATTTAGACAGTATTTTACGGTATATAACCTAGATAATTTCACCCTTGCTTA 
T AAT AC AAT AC AAT C CCT GAAT T GT T T T AC AAAT CT AT AT AAT AGAAGT AAT T G AG C T AAT T AAAT T A 
TAGCTAGGAAATAAAGGAGACAGGGGGTGGTATATTTTAGTACTAGAACCTGCATAGAAATAGATATT 
CTCTTTTGTGACGCTATATACCTTGCATATTTCCCTTGTAGCTCTCTAATAATAGGATTACTTATAGC 
TAATCACAGCCGTTAGGGAGGAATCAATAACTAGGGCATGTAGACTTGTAAAATAATTCAGCGGGTAG 
AGTGTGTACTTAAATTACAGTGGTGTTACAGGGGCTATTTAGATAGCCAAAAGAGGGAAGCCCTATTT 
CTGACACTGGCGTAGTAAAAAAAAAAAGTGCGCTAATGTATTACTTTATTCTTACGGATTAGTATCTG 
ATCCTATTGCAGGCATTTACTTGGCACTAGTTGAAAAGATATATTATAAACAGGGGGGAGTGGTTTTA 
TGCAATGTGAACAAAGTTTCACAAATTTCTACTCCGTATAAACATAATTTATTGGGGGTCTTGACATG 
T C C G T C T T AGCC G AC AAC C C C AC C AT GC C AC GAAT C C C GC G GAG AC C C C AAT C AAT CC AT AC AC GGC A 
CTTACACAGATCATTCCATCCGCCCAAGTACCGTCCTATACTCCGTACACCCTAAAAGCCTTAGAGCA 
CGAACATATGCCGTTGTCTCCCTAGTCACACACAAGATGCCTACCCCCCTTCCCGATTCCCCTTCTCA 
CATGTGTAACGTATGTAACGCAAGGTTAGGTCGCGGTGGCACAAAAAAGTAACGCCGCAGCCGAAAGC 
CATCCTGTCGCCAGCGGAGGTGTCGCGGTTCGTATCTGCTTAGCTGTGTTTCATTGTTAGGCGTGTGC 
ATAATGCGCGGGGTGCGTTTAAATGTCTAGCTGAAGTCATATCTGTTGCCGTGCATCACATCACTTTT 
ACTTCGGGCACCATTTCATGCACCCTAATAGCCACGACACACAGAATCCATCACCAATTAACTCAGGC 
AGTTCGCACCTACACTAAGCCATTCGAACAATATACATTACTTCAAAGACTCACCTTAGGCCGTCTTT 
TCACGCAGCCAAGAAGTTTGAACAGCTCGTTCCTACATCCCTGCGAATCGGACGTTTTTCACGGATAG 
ACCCTCTAGGCCCTTAATGAAGACTTCTAAATGTCAGGAGCTATCTAAGTCAAGTACGTTGACAATAC 
ATTTCTTTGGAAGTGTTGTCTTCCGTTTTCTTATCCCTCTTATCCCTTTAGCCTAGGTTTTCTAAAGT 
TAAAGTCGTCAAGCTAGGTTCGATATGAAGATGTTAACAGAGCATTTTGACTTTCCTAAACTTAACTT 
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CGCCACCATTGTAATTTCAGGCGCCACCATTATTGGTATAATATTCCTTCGATATCTTAATTACCCTA 
CAAAGGTTTGAATCTGTTTCCCTTGCTATGCACTTTTCTTGGATGCTCACCAAAATTTTTCAAGGTGA 
ATGTACCTGTTGTTGGCATTGGAGTTCGATATACAAAATGGCTAGCGGCTATTATAAACGTGCGTCAT 
GCTCGACAATCTATCCGCGAGGGCTATGCAAAGGTTTGTGTTAAAAACGAATAAAAGCGCTTCGTAAA 
CAAAGAGAACTAATACTAGTTTCTAGTATGGCGATTTCGCGTTTCAGATACCTACTATGACTCGAATG 
GAGGT AT T CAT T T GT G AT AGAC AGAT G AC AAGG G AG T AT C AG AAT GT T GAC GAC TAT CAT TTGTCGTT 
CCGAGCTGTCATGACCGAGGTAAGTAACTAGACCATGTTAACTGTAGGAAAAGAAGAAAAAGCTAAAC 
CGCCGTACAGGAGTTTCAATTCAAATGGCTACTTCCAGGACAGGCACACGAAGCCCGGATTATCCCTA 
ACTCAGTGATTGCTAAGGCCTTGAGCTGGCAGAGAACAAGGGCGAATAAACCCAGCGATCCATTCTTC 
GAATCTTTCTCCGCCGAATTCATGCAGGGGTTTCAGGAAGAGATGCGACGACTAATCCAATATCAAAA 
TTCGTCAGTTATGTCAAACCGCTCCGGTGCTGTCCTGGATCCAGCGCATGGTTGGCATGCTGTGCCTT 
GTTTTCCCTTGGCTCTGAAGGTAATTGGGCGCCTTACTACATACGTCTTGTTCGGCAAACCTTTGTGC 
CAAGATGCGACATTCCTAAACATGTGCTGTCAATTTGGCGATGTGATTCCCAGGGATGCGATCATACT 
ACGTTCATGGCCAGCATTGGCAAGGCCGTAAGCAAGTGCCTAGACATAAACCCGTCAGGGTTTAAACT 
CGCATTAACATTCATATAGTCTTATTGTAAAGATCTTGAGTGCTCCAAGGGTTATGGGAAAGTTGCGA 
AACATTTTGATTGTTGAGATAAAGAGCAGGAGAGAATCCCACGAAACGAACCCAATGAGTGTATGGCT 
GTCTCGCACACCCCCTCTAGCATTACACATTAACGTATATCTAGGATATCTTGGATTTCACAATGGCC 
T G G G T T GAC C GT CAT C C T AAC G C TAG C T T T GAC GAT C AG C AC AT T G C C GAG AT GAT GAT T AAC AC TAT 
TTTCGCAGCTCTTCATACGTCGAGTCAGGTATATTTTTTTCTGTATGAAAAGTCCAGAGCTTAAAGCT 
AACTGGCTCATAGCTGGTGGTGCATACCATCTTTGAGCTTGCCTCACGTCCTGAATATAGCGATGCGC 
TTCTGGAAGAGATAGATGCATGCTTTGAAAAGCATGGAAAGGGCACTAAAGCAGCTCTAGACTCAATG 
TTCAAGGTGGATAGTTTCATCAAAGAAACGCAGAGGTTTAACCCTCTTGACGCATGTATAAATTCCCT 
GTCTCCGATTCCATCATTGCGATTTGACTAACGCCACCGTCAGCCGCTCTTGCAAGACTGGCTCTCAA 
AGACTTTACTTTTTCCAATGGCCTAAACATCCCAAAGGGCAGTGTGATTTTCACGCCGAATTCGCCTA 
TCTTTGAGGACGAGAGATATTACAAGGATCCGAAAGTTTTTGATGGATTTCGGTTTGCTAGGATGCGT 
AATGACCCAAAATTAGGTCTATTCTGCGACCTAACAGCAACGAATGAACAAAGCATGCATTTTGGGAC 
TGGACGTCACGCCTGTCCTGGTAGATTTATGGTTTCTGATGAGGTCAAGTTAGCTGTGATTCATATCT 
TAAGTAATTTCGATTTTTGTATTGAGAATTTTGGACCACGGCCAGCAAATCAGCCATTTGGTAAATTT 
CTTCTACCTGATATGAGTGCAAAAATCTGGCTAAGGGAGAAAAGAGCTAGGGAGAAGAATCTGTGAAA 
GCCGTTAAGATAATGCCAATTGCTACACGATACATATATGTTCATGTTAGCGAGTTTTGAAGAGAAGC 
TTTGAGGCCTCTAAGAAATTTTAACTACCTATGATAATGAAGCAGCTTTATTTCTAACATGATTTTTC 
TAGCCTGTGAAAAGTGATTTTTGCAGCTTAGACAATAGGATACATGTTATTAGCCTACCTGAGGGGGC 
TATGGTAAGTGACTCTAAGATCTCGCAATATCAATGAAACTATAGGCAATATCTAGCTAATTAGGCCT 
ATATCTATGCTTACAAATGCAGTATTACCTCTAAGTCTATAGATAACAAGCATACAGCTAGTTTCGTT 
TCATTACGTAACGGTTTGTCTCTAAGTAGCGACAGCTAAGTGAGACAGATATATCAGGCACAATACAA 
TACACCCCCTGAGTTCTTTTACAAATCTACATGCCCCAGTTATTCGTTCCTCTCTAATAGCTATGATT 
AGCTATATGTAATACTATTATTAGTGAGCTATAAGGGCAAAATACAAGGTATATAACGCCATAAAAGA 
GTATATTTTTTTTTTCTCTATGTAAGTGCCTAGTACAAGAATGTACTATCCCCTATTACCTTCATTTC 
CTATCTGTTATCTAATTAGCTTAATTACCCCTGTTATGTGGATTTGTAAAATAATTCAGGGGGTGTAT 
TGTACATCATTCCAATCCGTCTTAAATCATAGATATATGCTCCTTGGGCTTTCGTGCCACACCCCCAT 
AAGTACAAATGCACTGTTCACATGTTTCACAGCCTTTGATTGCCTAGAAGAGACGAATAGGTATAATA 
GTGCACATATTGCCATCCACTTAATGCTAATATCCCTTTCGCTCGCTCTCTTTATCTTTTGTGGACGC 
AGGTCCTATTTTTCACATATAAGCACTTCCGAACCTGCGTAAAATCTTACTCACGCAAGGAAATACAA 
TTCAAATTATATCGTGCTTGATTGATCTCTTTCTAGGCTTCCTTTTGTTCAAGAGACTAACTAACAAT 
TGTTGTCTTCGGCTCTCACATTACACCATGATTGCGAAAAATATTGAACTCAATGGCTTGGATCCGGC 
AACCAGGGCATTGGACATTCTATACTGGAAAAATCACTGCATCAAACAGCTAGAATCTCTCCTATGCG 
CCACAGATTCATACTGCACTGCAGACAAGGCCGCTCAACTACGCATTTTGTCAGAGTTGGTGCTCCCC 
AATCTTGGCCCTCGGCCGTCCAATGCCACTGGGCCATCCTATCTTACACGAAGTGGTTCCCCAATAAT 
GTTAAGTCTAAATACAACATCATCAAAAAACTGCGTC AGAT ATT GCTGGGAGATTCTAGGGGCGACTG 
GCGCAAGTAATGATGATCCTTTGGCAGTCCAAGTTGCTAAGGATGTAGTGGCTTCTCTGTCTGCTACT 
TTTCGCCTTTCAACAAAATGGAGCGAAACTCTACTGTCCAATTTTGCAGTAACACCAGACCAAGCTCG 
ACAAGTTATTAACATGCTACCCGAGTGGATTCAAGGCTTCGTACCTGAGGGAATGGAGTGCGATTTTC 
CAAAGAGAATCCCGTTCGCCATGACATCATTCGACCTAAATGGCTCCAATGTAGCTATGAAGCTCTAC 
GTTAATCCAAGGGTAAAGGAGATTTTAACTGGTACTCCCTCATCAGACTTGGTCTGGGAGTTCCTCCG 
AAATTTAACACCAGAAATGAAACCACGAGCGGTCGACTTGCTTGAGAGGTAAGAATGGCTTTGAAC 
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TTTCGCCCACCTTGTCAGCCCCATACGCTAAGCGCTAACTCCCCACACATTAACAGGTTTATTACCGA 
TAATTCAGGCCCGTCTGCTATTGAGCTTGTAGGTATTGACTGCGTTGACGACGCTCACCTATCAAATG 
CAAGGGTCAAGCTTTACGTTCATACCATGAGCAGCTCATTTAACACCGTAAAGAATTATGTTACTCTT 
GGGGGTGCAATCTGGGATGAACAAACCCAAAAGGGCTTAGGAATACTACAAAGTATTTGGCACCTATT 
GCTTCAGGAGCCAGAGGGTATTTCTGACAATGGATTCGACAAGCCTGTGAACGACTCTTCCATGTTAT 
GCCAAAAGCTATATTTTAGTTTCGAGCTACGCCCAGGTACAGACTTCCCTCAGGTGAAGACCTATGTG 
CCAACTTGGAACTATCTTCGAACCGACGGGGAAACTATCCAGAACTATGAGGCGATCTTCCGAGCTTG 
TGACCATCCTTGGGGTGAAGATAGGACGTACGGCAAAATTTTTCAAGATGCATTGTAAGTTATCCCTT 
CAGATTAGCGCTAAAAGGAGTTTGAGATACTCCTCAATGCAAGCTATTAGGTTGTGAAATTGCCACTA 
CTAATTGGAGCTTTTTATAGCGGACCTGCAACCGAGAGTCGGAAAAAACCCATTCACTGCGACGCATC 
TTTTCTGTTTACCGAAGAAACTGGTGTCTACCAGACGCTGTATTTCAGTCCTCCGATTGAGGGGGAAA 
CAGAAGTCCAGTCAAATCTCGTTGCTTGAGGTTGAATTAACTCCGCAATGCTACGTCTAAAAGAAGTG 
TCTTTGGTGAACAGATGATAGGGTTCCCTTGATCTTTCATATATTTGTGTACAGCTGTGGAAATTTAG 
GGTCTAGCTCTAGATAAAGCCATTGCTTCAATCGTCATTTGACGTATTCTGAGTCTTGAGCTATTCCA 
TATTTTTTTTCTAATTAATCTTGACTTTATTAAGTGTTGTAGGCCGTTGCAATAATATTTGCTTTGAT 
CTTACAAGTGTAGCAGCTACCCTTGCACTCTTCGATTCTTGAACGAGCGTTGCTATTCGGAGCTGTGT 
TCAAGAACTAGGTTGTGCGCATAGGTTTAATTTTGCAATATCACGAGGAGAGGCCCGTTAGCCAACTG 
CTTAAATACAGGTCTTGCTAGAAAATGGTTGCCTTAATACAGCTGCTATGCTACCTCCTATCTCCTTA 
AGCGTGTTCTACCTTGTGGGTCTAGGCTTTGGTAAAGGGTAGTTATTACAGGCAAGAGATGTCACATC 
AAGATAGTTTTTGTCTAGCATAGCGCGTGAGTTACATTTCTCCGAAATCATTTTGTAAAGTGCATTTG 
TTCTTTTCGTCCCCAGACGGCCACCAAGTTCTCTAGACCCTGACCTGCCTCCTGGAGCGTTTTGAGAC 
ACGTGTTTTTAACACTAGGTGACTCTAACGCTTGGAGTGCCCGTTTAATGTCGCCTTGATTTTGGCTC 
TGAAACGCCTTCCTTATCTGCGGCTCAGTATGTTTGTCATTAAGAGCAACCACAACAGGAAAGGACAA 
TTCTCTGTTGCGTAGGTCTTCTGCAACAGTGCCTTTGTTAAAAGCGTACTCTTCTGAGTATATGTTCT 
TGCAATCATTTTGCAATTGTGCGTACCAGCTACCATTCCATTGAATTAGTTAAGCGACCTTGCCGCGG 
AAT TAT G AAAC GAG C G AAAAAAAAAAAAAT T T AC A T AC C C AAAT C G G C C T AAC AG AT C GT C T GAT T G A 
TGACCTCCTTGGTTCAAAAGCCTCCCAAGGAGCACAAAAAGTGTGCCTGTCTTCAGCAGAGCCATATT 
TTTGTACGTCAACAGGCTTTCTTCACCATAGGATTCGAAAGATCGCAAACCGTCTCTTCGCCAAACCA 
AAGACATGTCTTGTCCCTCGAGTATCAGTTCTAGTGCTCTCAGAAGTTCAATTCCAAGGACAGGTTGT 
TCTTTCATTGCTCTATTAATGACCTTTGTGAGAACGAAGTATGCTCGATTGGCAGTTTCGCATGATCC 
GTATAGCAAGTGAGCCGTAGTGTGATTTTTCCGCTTAGGGCTGTGGTCGCAAATATCGTCAACCATAA 
TTAGACAAAGATGGACCGCATCCATGATATCCAGGATCAAAGAATGTTTCTTGGGATATTTATGTTTC 
AAT GT T GG AT GAAGAAAAT CC ACG AGGGG AGAGAAAT GAT TAT GCC CAT AG AG AC T AAT C AC AT AAGA 
GTATGGACAGTCAGGAATCTTGCCATTGCTGCCGCCAATACCTTCGTGAGAGGTACGTTCATAGCCAT 
AGCCATAATGATCAATGGCTTGAGAAACGACAGATTGGTAATTGATTGTGTACTTTACTAGATACCCG 
AGCGTAAATGCAAACAAGAGGGCCGCAATTTCGATGGCCGCAGGGCGAGCCACGAGCCATGCTCCAGA 
TGTCATCTTGGAATAGTGATGTACGTCGGCTAAAGGCAGATTGCCTTGAGAAAGAATTCAGTTAAGCA 
AAGTTTTATCAATTCTCGCAATATATGCAGAGCAACTCAAGCAAATGTTAGGAATATCGTTAGACTAT 
AATTATAGAGGCAGAGCTTCTAGAATAGCGCAATCATAGTCTATTATGTATACGCCCAGGCGCGGTTA 
AATACATACATATAATTCAACGACCTTGTCAGGCAATCAAGATGTGCTACTCTTAATTACATAATGAA 
CAAGATGCTAGAGGTATTAAAGGCCAAAATGTGTCCTTCTGGATAGCAGACCGGACTAAACCTTCGCA 
AACCATTCCTATAATACTAGCTGATTTTATCACTATGGACGGATTCAGCAATATGGAGCAAGCGCCGC 
TCGCTTATCAGGAAGTTCAATGGCTAGCTGAAACTTTTGTCACTTTCATGGGGCTTGGCTGGCTTATC 
AATTACGTCTTGATGATCTGGCACTCTAGGAGGGGTGAACCGAGCAGCATGGCTCTCATACCCCTCTG 
CAACAACATCGCCTGGGAGCTCGTATACACGATTATCTATCCGTCTCCTAACAAAGTGGAACTTGCGG 
CTTTCATAGCAGGTGTCACTTTGAACTTCCTTATCATGACCTCTGCAGCCCGTTCGGCAAGATCCGAG 
TGGAGTCACTCACCCACAATGGCTAAGCATGCAGGTTTGATTATAGTCGCAGGAATATTGATGTGCTT 
CACCGGACATGTAGCATTGGCGATGGAAATAGGACCTGCGCTTGCTTACTCATGGGGAGCTGTCATAT 
GCCAACTAGCTCTAAGCATTGGAGGCGTGTGTCAATTGTTGCAGCAGCATAGTACTGGTGGGACATCA 
TGGAAACTTTGGTAAGTGAATAAATCAATTACGTTTCTAATCTATATTGAATGTCATATCAGGGGTGG 
CTGACATGAAAGTTTTCAGGTCAAGTCGATTTCTAGGCTCTTGTTGTGCGGTTGGCTTTGCCTTTCTT 
CGCTGGAGATACTGGCCCGAGGCGTACGGATGGCTGGCCAGTCCCCTTATCCTCTGGAGTCTTGCCAC 
GTTTCTTGTGGCCGATTTGACGTACGGGGTTTGTCTCCTTCTTTAGGCAGAAGAGAGGACAGTCGAAC 
TCCACTAAGCTTCAGACTGCGCAACGAAAACGAGTAACGGCTTGAGACTAGTTCTATCTTATCGATCG 
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CTATCTTACATGGTTAATGTAACCTTCTATCTTTGTCTAAGGGCTTACACTCAAATGAAATCATACAT 
GC AAC T T AAACT AT C AT AC AT AGGAG AGT GC C AAT T T AAGC AAT T T AAGC AC 
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ATGACATCTGGAGCATGGCTCGTGGCTCGCCCTGCGGCCATCGAAATTGCGGCCCTCTTGTTTGCATT 
TACGCTCGGGTATCTAGTAAAGTACACAATCAATTACCAATCTGTCGTTTCTCAAGCCATTGATCATT 
ATGGCTATGGCTATGAACGTACCTCTCACGAAGGTATTGGCGGCAGCAATGGCAAGATTCCTGACTGT 
CCATACTCTTATGTGATTAGTCTCTATGGGCATAATCATTTCTCTCCCCTCGTGGATTTTCTTCATCC 
AACATTGAAACATAAATATCCCAAGAAACATTCTTTGATCCTGGATATCATGGATGCGGTCCATCTTT 
GTCTAATTATGGTTGACGATATTTGCGACCACAGCCCTAAGCGGATVAAATCACACTACGGCTCACTTG 
CTATACGGATCATGCGAAACTGCCAATCGAGCATACTTCGTTCTCACAAAGGTCATTAATAGAGCAAT 
GAAAG AAC AAC CT G T C CT T GGAAT T GAAC T T C T GAGAGC AC T AGAAC T GAT AC T C GAGGG AC AAG AC A 
TGTCTTTGGTTTGGCGAAGAGACGGTTTGCGATCTTTCGAATCCTATGGTGAAGAAAGCCTGTTGACG 
TACAAAAATATGGCTCTGCTGAAGACAGGCACACTTTTTGTGCTCCTTGGGAGGCTTTTGAACCAAGG 
AGGTCATCAATCAGACGATCTGTTAGGCCGATTTGGGTATGTAAATTTTTTTTTTTTTCGCTCGTTTC 
ATAATTCCGCGGCAAGGTCGCTTAACTAATTCAATGGAATGGTAGCTGGTACGCACAATTGCAAAATG 
ATTGCAAGAACATATACTCAGAAGAGTACGCTTTTAACAAAGGCACTGTTGCAGAAGACCTACGCAAC 
AGAGAATTGTCCTTTCCTGTTGTGGTTGCTCTTAATGACAAACATACTGAGCCGCAGATAAGGAAGGC 
GTTTCAGAGCCAAAATCAAGGCGACATTAAACGGGCACTCCAAGCGTTAGAGTCACCTAGTGTTAAAA 
ACACGTGTCTCAAAACGCTCCAGGAGGCAGGTCAGGGTCTAGAGAACTTGGTGGCCGTCTGGGGACGA 
AAAGAAC AAAT GC AC T T T AC AAAAT G A 
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1 MTSGAWLVAR PAAIEIAALL FAFTLGYLVK YTINYQSVVS QAIDHYGYGY 
51 ERTSHEGIGG SNGKIPDCPY SYVISLYGHN HFSPLVDFLH PTLKHKYPKK 
101 HSLILDIMDA VHLCLIMVDD ICDHSPKRKN HTTAHLLYGS CETANRAYFV 
151 LTKVINRAMK EQPVLGIELL RALELILEGQ DMSLVWRRDG LRSFESYGEE 
201 SLLTYKNMAL LKTGTLFVLL GRLLNQGGHQ SDDLLGRFGW YAQLQNDCKN 

2 51 I YSEEYAFNK GTVAEDLRNR ELSFPVWAL NDKHTEPQIR KAFQSQNQGD 
301 IKRALQALES PSVKNTCLKT LQEAGQGLEN LVAVWGRKEQ MHFTK 
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ATGTTAATGTTGCACGCTGTCCCAGTGGGTATCTGTTTACTACTGTGGTACGTTGTTTACGGTACCAA 
ACGGAAAGAATGTATACCAACCATTCGACGTTGGCCTCGATTACTCCCCCAATTCCTCGATCGGCTGA 
GTTATAATGACCATGCCGCCCGCCTAGTCAAACATGGCTATGAGAAGGTGTTCGGTCCCAAGTCTGTG 
AGCATCCGTGATGATAGTACTAACCGCCTAGGTTACAGCACAAAAATCAACCGTTTAGGCTACTTAAG 
ATGGACATGGATCTGATTGTCATTCCTTTACAATACGCGCTGGAATTACGGGCGGTTACGAGCGACAA 
ATTAGACCCTTTAACAGCCAGCTTTGATGACAATGCTGGTAAAGTTACGAGGATATTATTAGGGAGCG 
AAC T T C AC AC AC GT G C C AT AC AGC AGCGT T T GAC T C C AAAGC T T C GT AAGT GT AAT C T AAC AG AAT AC 
GTTTGCACTATGCTAACTGAATCCAGCACAAACTCTTCCAGTGCTATTGGATGAGCTCAATCATGCCT 
TTGGGCAAGTCTTACCTGCCGGCAACGACGGTATGTGTTTTCATTCTTTCAAACATTCCACTTGTCTA 
GTGTTGTCTAATATTAGTGGAGGTTCCAATGCTTGGATTTCTGTCAATCCATACGAATTGGTTCTCAA 
TCTAGCTACCCGTGCTACAGCGAGGCTATTCGTTGGAGACCTGATTTGTCGAAACGAAATTTTTCTCG 
AGACTACTGCTTCTTTTAGTCGCAACACGTTTGATACGATATCCACCTCCCGTAGTTTTGGCAATTTG 
TTCACACATTATTTCGCACGGTGGATTTCCACAGCGAAAGAAGCTCACGGGCAATTACAATACATTCA 
AAACCTCCTTGGTTCAGAAGTCCAGAGAAGGAAACTTAACTCTGAGGAAAAGCACGACGACTTTTTGC 
AGTGGTGTACAGAGTTAGCAGTCACCGAGGATGAAGCACGGCCAGAAGCACTTGCGCATCGTACGCTA 
GGAATATTGAGCATGGCTGTCATTCATACAACAGCTATGGCGTTAACTCACATACTTTTTGACATGAT 
CTCGGACGACAGCTTGAAGGAGAGCCTCCGAAGAGAACAGCAAAACGTGCTCAAGCATGGTTGGACGG 
AAAT C AC G C AAC A GAC T AT GCT T GAT AT G AAAC AAT T G GAT AG C C T GAT G AGAGAGT C AC AACGAAT C 
AATCCAGTGGGCGAGTGTAAGGACTATTCTAAGCCAGTCTTTTGTCAAACTTGGAACTAACTGGCGAT 
TGAAGTCACTTTTAGACGCATTGTCCGAGAACGAATTACATTGTCCGATGGCTACCAGCTACAGCCGG 
GACAGCAGATTGCGATTCCAGCGAAGTGTATCAATACGGACAGTACGAAATTATCCGACGCTCACTTG 
TTTCAACCTTTTCGATGGTTGAAACAATCTGGCACTGCCACAACATCATTTTCTAACAGCAGCGCCTT 
GAATCTGCACTTCGGATTTGGGAGATATGCCTGTCCGGGACGCTTCATAGCTTCCGTATGTGATGTAG 
ATTTTCATCTTTTTTTTTTCCATATCAATCTCCCTTCAAGCTCATGTGACGCACATTCGACCTTCTTG 
ACTAACCCTTGAGTTTGTGCTCATAGTATATGATTAAAGCAATCATGAGTCGGATTCTGCTCGAGTAT 
GATTTTAAGCTAGATAGTGAGTTTCCGTCGCGGCGCCCTCCTAACATTGTTCATGGGGATAAGATCCT 
CCCCAATCGGAATGCCGTTGTTCTTTTGCGCCGCTTGGAGAAGACAGTTACCGTATGTTGA 
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1 MLMLHAVPVG ICLLLWYVVY GTKRKECIPT IRRWPRLLPQ FLDRLSYNDH 
51 AARLVKHGYE KHKNQPFRLL KMDMDLIVIP LQYALELRAV TSDKLDPLTA 
101 SFDDNAGKVT RILLGSELHT RAIQQRLTPK LPQTLPVLLD ELNHAFGQVL 
151 PAGNDGSNAW ISVNPYELVL N L AT RAT ARL FVGDLICRNE IFLETTASFS 
201 RNTFDTISTS RSFGNLFTHY FARWISTAKE AHGQLQYIQN LLGSEVQRRK 

2 51 LNSEEKHDDF LQWCTELAVT EDEARPEALA HRTLGILSMA VIHTTAMALT 
301 HILFDMISDD SLKESLRREQ QNVLKHGWTE ITQQTMLDMK QLDSLMRESQ 
351 RINPVGEFTF RRIVRERITL SDGYQLQPGQ QIAIPAKCIN TDSTKLSDAH 
401 LFQPFRWLKQ SGTATTSFSN SSALNLHFGF GRYACPGRFI ASYMIKAIMS 
4 51 RILLEYDFKL DSEFPSRRPP NIVHGDKILP NRNAVVLLRR LEKTVTVC 
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ATGAAGATGTTAACAGAGCATTTTGACTTTCCTAAACTTAACTTCGCCACCATTGTAATTTCAGGCGC 
CACCATTATTGGTATAATATTCCTTCGATATCTTAATTACCCTACAAAGGTTTGAATCTGTTTCCCTT 
GCTATGCACTTTTCTTGGATGCTCACCAAAATTTTTCAAGGTGAATGTACCTGTTGTTGGCATTGGAG 
TTCGATATACAAAATGGCTAGCGGCTATTATAAACGTGCGTCATGCTCGACAATCTATCCGCGAGGGC 
TATGCAAAGGTTTGTGTTAAAAACGAATAAAAGCGCTTCGTAAACAAAGAGAACTAATACTAGTTTCT 
AGTATGGCGATTTCGCGTTTCAGATACCTACTATGACTCGAATGGAGGTATTCATTTGTGATAGACAG 
ATGACAAGGGAGTATCAGAATGTTGACGACTATCATTTGTCGTTCCGAGCTGTCATGACCGAGGTAAG 
TAACTAGACCATGTTAACTGTAGGAAAAGAAGAAAAAGCTAAACCGCCGTACAGGAGTTTCAATTCAA 
ATGGCTACTTCCAGGACAGGCACACGAAGCCCGGATTATCCCTAACTCAGTGATTGCTAAGGCCTTGA 
GCTGGCAGAGAACAAGGGCGAATAAACCCAGCGATCCATTCTTCGAATCTTTCTCCGCCGAATTCATG 
CAGGGGTTTCAGGAAGAGATGCGACGACTAATCCAATATCAAAATTCGTCAGTTATGTCAAACCGCTC 
CGGTGCTGTCCTGGATCCAGCGCATGGTTGGCATGCTGTGCCTTGTTTTCCCTTGGCTCTGAAGGTAA 
TTGGGCGCCTTACTACATACGTCTTGTTCGGCAAACCTTTGTGCCAAGATGCGACATTCCTAAACATG 
TGCTGTCAATTTGGCGATGTGATTCCCAGGGATGCGATCATACTACGTTCATGGCCAGCATTGGCAAG 
GCCGTAAGCAAGTGCCTAGACATAAACCCGTCAGGGTTTAAACTCGCATTAACATTCATATAGTCTTA 
TTGTAAAGATCTTGAGTGCTCCAAGGGTTATGGGAAAGTTGCGAAACATTTTGATTGTTGAGATAAAG 
AGCAGGAGAGAATCCCACGAAACGAACCCAATGAGTGTATGGCTGTCTCGCACACCCCCTCTAGCATT 
ACACATTAACGTATATCTAGGATATCTTGGATTTCACAATGGCCTGGGTTGACCGTCATCCTAACGCT 
AGCTTTGACGATCAGCACATTGCCGAGATGATGATTAACACTATTTTCGCAGCTCTTCATACGTCGAG 
TCAGGTATATTTTTTTCTGTATGAAAAGTCCAGAGCTTAAAGCTAACTGGCTCATAGCTGGTGGTGCA 
TACCATCTTTGAGCTTGCCTCACGTCCTGAATATAGCGATGCGCTTCTGGAAGAGATAGATGCATGCT 
T T G AAAAG C AT GG AAAG G G C AC T AAAG C AG C T C TAG AC T C AAT GT T C AAGG T G GAT AG T T T CAT C AAA 
GAAACGCAGAGGTTTAACCCTCTTGACGCATGTATAAATTCCCTGTCTCCGATTCCATCATTGCGATT 
TGACTAACGCCACCGTCAGCCGCTCTTGCAAGACTGGCTCTCAAAGACTTTACTTTTTCCAATGGCCT 
AAACATCCCAAAGGGCAGTGTGATTTTCACGCCGAATTCGCCTATCTTTGAGGACGAGAGATATTACA 
AGGATCCGAAAGTTTTTGATGGATTTCGGTTTGCTAGGATGCGTAATGACCCAAAATTAGGTCTATTC 
TGCGACCTAACAGCAACGAATGAACAAAGCATGCATTTTGGGACTGGACGTCACGCCTGTCCTGGTAG 
ATTTATGGTTTCTGATGAGGTCAAGTTAGCTGTGATTCATATCTTAAGTAATTTCGATTTTTGTATTG 
AGAATTTTGGACCACGGCCAGCAAATCAGCCATTTGGTAAATTTCTTCTACCTGATATGAGTGCAAAA 
A T C T G G C T AAG G G A G AAAAG AG C TAG G G AG AAG AA T C T G T G A 
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1 MKMLTEHFDF PKLNFATIVI SGATIIGIIF LRYLNYPTKV NVPVVGIGVR 
51 YTKWLAAIIN VRHARQSIRE GYAKYGDFAF QIPTMTRMEV FICDRQMTRE 
101 YQNVDDYHLS FRAVMTEEFQ FKWLLPGQAH EARIIPNSVI AKALSWQRTR 
151 ANKPSDPFFE SFSAEFMQGF QEEMRRLIQY QNSSVMSNRS GAVLDPAHGW 

2 01 HAVPCFPLAL KVIGRLTTYV LFGKPLCQDA TFLNMCCQFG DVIPRDAIIL 
2 51 RSWPALARPL IVKILSAPRV MGKLRNILIV EIKSRRESHE TNPMSDILDF 
301 TMAWVDRHPN ASFDDQHIAE MMINTIFAAL HTSSQLVVHT I FELASRPEY 
351 SDALLEEIDA CFEKHGKGTK AALDSMFKVD SFIKETQRFN PLDASALARL 
401 ALKDFTFSNG LNIPKGSVIF TPNSPI FEDE RYYKDPKVFD GFRFARMRND 
4 51 PKLGLFCDLT ATNEQSMHFG TGRHACPGRF MVS DE VKLAV IHILSNFDFC 
501 IENFGPRPAN QPFGKFLLPD MSAKIWLREK RAREKNL* 
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ATGGAGCAAGCGCCGCTCGCTTATCAGGAAGTTCAATGGCTAGCTGAAACTTTTGTCACTTTCATGGG 
GCTTGGCTGGCTTATCAATTACGTCTTGATGATCTGGCACTCTAGGAGGGGTGAACCGAGCAGCATGG 
CTCTCATACCCCTCTGCAACAACATCGCCTGGGAGCTCGTATACACGATTATCTATCCGTCTCCTAAC 
AAAGTGGAACTTGCGGCTTTCATAGCAGGTGTCACTTTGAACTTCCTTATCATGACCTCTGCAGCCCG 
TTCGGCAAGATCCGAGTGGAGTCACTCACCCACAATGGCTAAGCATGCAGGTTTGATTATAGTCGCAG 
GAATATTGATGTGCTTCACCGGACATGTAGCATTGGCGATGGAAATAGGACCTGCGCTTGCTTACTCA 
TGGGGAGCTGTCATATGCCAACTAGCTCTAAGCATTGGAGGCGTGTGTCAATTGTTGCAGCAGCATAG 
TACTGGTGGGACATCATGGAAACTTTGGTAAGTGAATAAATCAATTACGTTTCTAATCTATATTGAAT 
GTCATATCAGGGGTGGCTGACATGAAAGTTTTCAGGTCAAGTCGATTTCTAGGCTCTTGTTGTGCGGT 
TGGCTTTGCCTTTCTTCGCTGGAGATACTGGCCCGAGGCGTACGGATGGCTGGCCAGTCCCCTTATCC 
TCTGGAGTCTTGCCACGTTTCTTGTGGCCGATTTGACGTACGGGGTTTGTCTCCTTCTTTAG 
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1 MDGFSNMEQA PLAYQEVQWL AETFVTFMGL GWLINYVLMI WHSRRGEPSS 

51 MALI PLCNNI AWELVYTI I Y PSPNKVELAA FIAGVTLNFL IMTSAARSAR 

101 SEWSHSPTMA KHAGLI IVAG ILMCFTGHVA LAME I G PAL A YSWGAVICQL 

151 ALSIGGVCQL LQQHSTGGTS WKLWSSRFLG SCCAVGFAFL RWRYWPEAYG 

201 WLASPLILWS LATFLVADLT YGVCLLL 
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ATGATTGCGAAAAATATTGAACTCAATGGCTTGGATCCGGCAACCAGGGCATTGGACATTCTATACTG 
G AAAAAT C AC T GC AT C AAAC AGCT AG AAT C T CT CC T AT GC GC C AC AGAT T CAT AC TGC AC TGC AG AC A 
AGGCCGCTCAACTACGCATTTTGTCAGAGTTGGTGCTCCCCAATCTTGGCCCTCGGCCGTCCAATGCC 
ACTGGGCCATCCTATCTTACACGAAGTGGTTCCCCAATAATGTTAAGTCTAAATACAACATCATCAAA 
AAACTGCGTCAGATATTGCTGGGAGATTCTAGGGGCGACTGGCGCAAGTAATGATGATCCTTTGGCAG 
TCCAAGTTGCTAAGGATGTAGTGGCTTCTCTGTCTGCTACTTTTCGCCTTTCAACAAAATGGAGCGAA 
ACTCTACTGTCCAATTTTGCAGTAACACCAGACCAAGCTCGACAAGTTATTAACATGCTACCCGAGTG 
GATTCAAGGCTTCGTACCTGAGGGAATGGAGTGCGATTTTCCAAAGAGAATCCCGTTCGCCATGACAT 
CATTCGACCTAAATGGCTCCAATGTAGCTATGAAGCTCTACGTTAATCCAAGGGTAAAGGAGATTTTA 
ACTGGTACTCCCTCATCAGACTTGGTCTGGGAGTTCCTCCGAAATTTAACACCAGAAATGAAACCACG 
AGCGGTCGACTTGCTTGAGAGGTAAGAATGGCTTTGAACTTTCGCCCACCTTGTCAGCCCCATACGCT 
AAGCGCTAACTCCCCACACATTAACAGGTTTATTACCGATAATTCAGGCCCGTCTGCTATTGAGCTTG 
TAGGTATTGACTGCGTTGACGACGCTCACCTATCAAATGCAAGGGTCAAGCTTTACGTTCATACCATG 
AGCAGCTCATTTAACACCGTAAAGAATTATGTTACTCTTGGGGGTGCAATCTGGGATGAACAAACCCA 
AAAGGGCTTAGGAATACTACAAAGTATTTGGCACCTATTGCTTCAGGAGCCAGAGGGTATTTCTGACA 
ATGGATTCGACAAGCCTGTGAACGACTCTTCCATGTTATGCCAAAAGCTATATTTTAGTTTCGAGCTA 
CGCCCAGGTACAGACTTCCCTCAGGTGAAGACCTATGTGCCAACTTGGAACTATCTTCGAACCGACGG 
GGAAACTATCCAGAACTATGAGGCGATCTTCCGAGCTTGTGACCATCCTTGGGGTGAAGATAGGACGT 
ACGGCAAAATTTTTCAAGATGCATTGTAAGTTATCCCTTCAGATTAGCGCTAAAAGGAGTTTGAGATA 
CTCCTCAATGCAAGCTATTAGGTTGTGAAATTGCCACTACTAATTGGAGCTTTTTATAGCGGACCTGC 
AACCGAGAGTCGGAAAAAACCCATTCACTGCGACGCATCTTTTCTGTTTACCGAAGAAACTGGTGTCT 
ACCAGACGCTGTATTTCAGTCCTCCGATTGAGGGGGAAACAGAAGTCCAGTCAAATCTCGTTGCTTGA 
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1 MIAKNIELNG LDPATRALDI LYWKNHCIKQ LESLLCATDS YCTADKAAQL 

51 RILSELVLPN LGPRPSNATG PSYLTRSGSP IMLSLNTTSS KNCVRYCWEI 

101 LGATGASNDD PLAVQVAKDV VASLSATFRL STKWSETLLS NFAVTPDQAR 

151 QVINMLPEWI QGFVPEGMEC DFPKRIPFAM TSFDLNGSNV AMKLYVNPRV 

201 KEILTGTPSS DLVWEFLRNL TPEMKPRAVD LLERFITDNS GPSAIELVGI 

251 DCVDDAHLSN ARVKLYVHTM SSSFNTVKNY VTLGGAIWDE QTQKGLGILQ 

301 SIWHLLLQEP EGISDNGFDK PVNDSSMLCQ KLYFSFELRP GTDFPQVKTY 

351 VPTWNYLRTD GETIQNYEAI FRACDHPWGE DRTYGKIFQD AFGPATESRK 

401 KPIHCDASFL FTEETGVYQT LYFSPPIEGE TEVQSNLVA 
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Figure 40 

Continued on page 49/55 

AAGCTTTTTACCCTAAATTATAGTATAAAAAAGCAAATCTCTCTTAGTAAGCTACTTTATAATATTAA 
TATATATATACTATTACTCTTAATTATCTAGTATAATAATAAGTAAATAATCTAGATTACTAAATATA 
TAGAAAAAAGGCTTTAGACTAGCCTTAAGTACCTTAATATAAATTAAATATAGATTTAAGAATAATAT 
ATAATAGGTAATATTAAGATTAATTAAATAAAAACCTTAGAGATACCTATAGATAGCTTTATAAAGCT 
ACTTTTAGGTTAAACATATAAGGACTTTTACTATAAAATTAGATTATAAGAAATTCCTATTTAATTAT 
AATATTAGGGATTATTTATAATCTCTTCCTATACCTTTAATCTTTAGCTTTAATAAATATCTTAGCTA 
GGGGGGGTATATTAGGAAAAGCTCCCTAAAGTAATAAACATATAAATATAGCCTATATAATAACTAGG 
TTAAAACCCTTAATAAAATAATAGTAAAGATAATATATTAGAAGTATCTTTATAGACTAGTTATTACT 
ATAGCGCACTATATACCTTTTAGGTATAAAAGTTAGGTGGTGTTTACACCTCTAGTTAACCGAAATCG 
AACCTTTTCTATTATCTACACCGACCCCTACCTTGACAGTTAGGACTCTTGTTCCTGCAGGTCAGCTA 
GCTTGAGCGCAAGGCACCGTTGCACCATGCATGTCATGTGCAGCACGGCGCATAGATGCCGATGATGC 
CGCCAGTGCCTATCTTGAACCCCAGATGCAGACCTTGATATGGCCTCTTGCGAGTAAACGCATTGCGA 
CTATACGGCCTTGAAGGGCATTGAGTTGGAGGCTCTTCCCTATAATATGTGCTTGTAGAATTGGTATC 
GCTGCTTCATTTTAAGCATTGGAAACATTCAGGAGACGTACTACGCTTGTGTATGCAACGCTTTTCTT 
TTTGAACAATGAAACCTACTACTCGCTGTCCATTCGACTATCTGGTGAGCCAGTGTGGAAAGCATCAT 
TTCAAAACCTTTGTCCAGTTACTGTCACCTCTTCTCCAAGACGAAGATCCCGACAGATATGCTTTAAT 
TCTGGACATTATGGACGCTGTCCACTTCTCCGCCATCTTGATCGATGACATTGCCAACCAAAGTGCTC 
TACGCAGGAACCAGCCGGCCGCCCATGTTGTTTTTGGGGAGACGGAAACGGCCACTAGAGCCTACCTC 
GTTCTGCTGCGGGTCGTCAACAGGACAATGCGAGAGAACCCAGTCCTGGCCGGTGAGCTACTAAACAG 
CCTGGAAGAAATTCACCAGGGTCAGGACGAGTCTCTTGTGTGGCGCCGCGACGGGCTGGAGACTTTTC 
CCGTCGCCGATGACGAGAGACTGGCAGCCTACGTGCGCATGTCCCGCCTCAAAACGGGCTCCCTCTTC 
GTGCTCCTCGGACGGCTTCTAGCCAACGGTGGTACCGAGTTTGATGACCTGCTGGTACGCTTTGGGTA 
CGTTTCTGCCTCTTGTCCCAACAAAGAGGGCCGCCGACTAACTGGTTCTCTCTTGTTCTTGAAGCCTG 
T AC G C G C AG C T GC AAC AT GAT T G C AAG AAC AT T T AC T C T C C C G AAT A C G C T C T C AAC AA GG G AT C C G T 
CGCTGAAGATTTGCGAAATGGCGAATTGTCCTATCCCGTTGTGGTCGCCTTGATTGAGAACAAGGCGG 
AAGGGATCGTGGGAGAGGCCTTGCGCACGCGCAGCGACGGGGATACCGAACAGGCACTCCGCGTTTTG 
GAGAGCCCGGCAGTCAAGGACGCGTGCCTGCACGCACTCGAGGCTGCGAGTGTCGGCTTGGAAGACCT 
TGTTGAGGCATGGGGACGACGAGAAAAAATGAGATCCGACACCCTCGACGGCGACGACTTAACAAGGC 
CAAGCACCATCACACAACATGAACAAGATGACCATGTTGATAGAGCTGCCATCGATGCCAAGAGTGAT 
GCGAGTGGCAGTAGCAATAAGTCTCTCACGCCCCCAGAGACAGCCCCTACGACGGACACCCTGTCCGA 
GACAGCTGTGGGGGATATCTCGTCAGTCGACGTGGATTACTGGACTCGGAGATGCGTTCCCATAATCG 
GTAGCCTCTTGAAATCATGCCGAGTCTACTCGGAAGCGGAACGGGAAACACAGCTGCGCTTCCTTCAG 
GAACATGTGCTACCTAATCTAGGTCCTCGTCCATCCTCCCCCGGCTCGCAGATCCAGTCCATGGCTAC 
ATTCAGCGGCTTTCCTCTCCAACCCAGCATCAACCTGAGCGGCTCCGGCCAGGCCAAAGTCCGCTACA 
CGTTTGAACCGCTCGACAGCCTGAGTGGCACCGAGGTTGACCCTTTTGCACTGGCGCCGGCTCAGCGA 
GTGCTCGAAAAGCTCTCCACCCTTCTCGGCGTCTGGCCTGGATGGATCGACGCTTTGATCGCTGCGTA 
CCACCCAACCAGAGAGGAAGTCGAGCAATTACACCCGAATCTGCACGAGTACCTCAGAGGCGTCCTCG 
TGAGAACGACAGGACGCCAAGATGTGCAGGTTCCTCCCATGCCGCGAATGTGGGTGTGCTTCGTTGCG 
CTTGATCTGGAGGGCGCCTCACAGGCACTCAAGGTTTATTTTGATCCCAAGATCAAAGAAGCCGTGAC 
TGGTATTCCTTCCTGCAAATACACTTGTCAGATTCTACGGACGGTTGATAGGTTTGGCAACGCCAAGG 
CCGTCGACATGCTTGAGCAGTGAGTCACGTCTGGGAGCACTATCCAGGTCCGAGGTACTAACAAGATT 
TTGTCAGGTTCTTGGCAGAGGAGCACAGCATAGGCGCTGTCGAACTGATTGCCATTGATTGCGTCCCA 
GAAGAAATGCAGCCATCGGCGCGGATCAAGGTCTACGTTCACACCATGAGCAACTCGTTTCAGACAGT 
ACGCAAGTACATGACAATGGGTGGCCGCTGCATGGATCCTGCGACCCTCGAGGGTCTGGAAAACTTGC 
ACGACGTGTGGTACTCCCTTCTCGGGGAAAGTCAAGGTATTGTCAATGAAGAGTACAGCAAGCCCTTG 
ACTGGCTTTAGCTCGATGCAGCATCACTTGTACTTTAGCTACGAGATGACGCCTGGCAATGCTGATCC 
CGGCGTCAAAGTCTACATACCTGTGCAAAGCTACGCGCCAGACGACAAGACCATCGCGCAGAACTACG 
AGGCAAATTTTCGGCAACTCAACTGGCCGTGGGGCGAACCCGGCGTTTACGAAGCGGTGATAGAGAGT 
GCTCTGTACGTAATGACAGGCCCTTTGACCATATTACTTACTGACAACTTGGAATTTAGTGGACCAGT 
AAAGCACAGCCGCGCAACGTTCCTCCATGGAGGATCTTCTTTCATCTTTTCCAAAGGCCGAGGAGTTT 
ATCAGTCCATATATCTAGACCCTCCACTGGAGGAAGGAGGGAACATTGCTGTATTCGAGCACCACGAC 
GATCAGGATACTATAGTTGACCTTGGCAATATGTAGTCTTGTCATCAATTGATCAGCTGTATGAGCTC 
TTGTGTTTTTTCCTTTAGCTAGTTTGGCCTGAATGTTTGAAAAACATGTCTGTATGAACTAGTGATGG 
AAGAAGGGTTGAAAGTGAGCATGTACCGCAAAACATTATTCCTTCACCTTGCTCGAGATAGCTCACCG 
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Figure 40 continued 

TAAACGTACCTGGTGAGGTATTCCAGAATTGAGCCGGTTCATTTTCGCGGACATGAACCCATCATCAG 
CTTTTGCCGATCCTAAAGTCTAGACCTGAATAGTGACGCAGCTGGTATGATTGGTGCAGGACAATTAC 
TGCGCCCACGGCGGACGCGATGCCGGGGGGCCGCCCGGAGACCCCGGCATGCAGAACGATCAGCTCTT 
GAGCTCCTACGTCGCGCATGTCTCATTCAAGCATGCACTATATATTGAGACCTACTGTATGCAGCCTC 
GAATGTAACCGTAGTATTCAAACAAGAAACATGCATATATTTGCATGATGCTTTCCGTGGCGCTGCGC 
ATATGATATACATGGTTTACATATGAGCTGACTTGAAGCACGGCATAGCCGGAGGATTCTTCTGCATG 
GAGCACTGTATCCGGCTGAAAATTACATTGTACGAGGTCTCAATCTGCGGCCAGCTAGCCGAGCACCG 
GAGAACCGGCGCATCTCTGCTTGAACTCGGGCAAGGGACTCACTTCTACAAAAGTCAGAGATGCATAC 
CATCAACTGAAATCAAGTTAGGATTTATAGCCTTTATATTTCAGTGGCATCACTCAATTACTTGTTTG 
AACTACGCCGTCAGAGGTTCACCTACTACCAGAAACGACAGCACCATGGCATTTGCAAGTCTTTTGCA 
CCATATCTGGAACCATGCAGTGGATTGCGCTGAGCAGCTGACTTGGTGGCAGACCATTGTGAGCTTCA 
TCATTTTCTGCATCATGTGCTCTTGGCTACCTGGGAATGGGGAAATGCGCGCTCCGTTTGTTGGTTAT 
CGCTGGCCATTCGAGCCTACTTTCTGGGTCCGAATGCGCTTCATCTTTCAGAGTTTAGGCATGATGAC 
CGAAGGATACTCAAAGGTGAGCTCCCGTCCGGGTGGAGAAAGACAGCTAGACGAATGACTGACGCCAA 
ACGCTTGACAGTTCAAGGATTCCATGTTCAAGATCACGACCAACGATGCCGACTGGCTTGTCCTCTCC 
CAACGCTACTTGGATGACTTGCAGTCTCTGCCAGCCGAGAGATTGAGCCATACAGACGCTCTAGTGAC 
GGTGAGGGCGCATACTAGTCGCTAGTCCCTACGACAGTGGTGTGCTAATCGAGTTGTGTCTCATTTAG 
ATGTGGGGGAGCAGCCACAGCCCTTTTGCTCTGCTCAACAAGAGTGATCTTAGCTCTCGAGCTCTTCG 
TGTAAGGACCAATCCCTCCTTGTTATGCAGAACGGATCTGACTTGAAAAGGACGTGGTTGCGCCGAAT 
TATGCCAAGGACCTTGATAGCCTCGTAGACGAACTCCGCTATTCGCTTGAGCACGATATAGACATACA 
GGATGGTATGTATGCGCCTATTTTCCAACTAATTTTGAGGTCGTCATGTTGGCTGACTGGGTCGATGC 
GCTTAGACTGGAAACCGATTGATGCCCTTGAACTTTCTTCGAAGTTGGTGTTGCGGATATCGCAGCGA 
ATCTTGATCGGCTGGCCCATGAGTCGCGATCAAGAGCTCCTTGAATGCGCACAAGGCTACGCAGACGC 
TGGTAAGAGGACGAGCTGTTACGTATGACCCTTTTCTTCGGTAAAAACTAACGGGGGTTTCAGCTACC 
GTCGTCCAGTTTGCCCTGAAACTACTTCCTCGCCAGATTCGGCCGCTTGTCTATCCTCTGCTCCCACA 
AGCATGGGCTACTAAATCGTGGATCAGGCGCTGTGACAAGATACTGGCAAAGGAAATGCAACGTCGAC 
AAGTTTTGGAGAAGTCGGATCCCGTGTACGAGAAACCAAAGGACTTGCTGCAGGGCATGGTGGACCTG 
GAGCCGTCCCGGCCTGTTGACAAACTTGGACATGATTTTCTCGTCCAAGCCTTGATTTCCAGAATGGC 
TCCAGTTGTTACCATGGCCCAAACCCTTGTTGATCTTGCCCTCCATCCTGAGGATATCGAGGAGCTGC 
GTGATGAGGTTCTGCAAGTCATAGGACCAGACGGGGCGGGATTAGGAAACCTACGACAATCATTTACC 
AAACTTGACAAGATGGACAGCGTCTTGAGGGAATCTGCCAGGTTCACCCCTCTATCTATGAGTAAGTG 
CCATTTCTGTCCTCCAGAATAGCTTGCTGGCATGACTAATCTGTGGTATAGTGACAATGCACCGCCGG 
GTTCAGGACGCCAAGGGCATCACGCTCCATGACGGTGTGCATCTTCCACGAGGCACGCATGTGGCATT 
CCCAGCGTACCACATTGGCAGAGATCCCAAGTTGGTGTCAGGTGCAGATATCTATGACGGGCTGCGCT 
GGTACAGGAAGGACCTCGGCGAGGCCCAAGAAAACGAAGCTCCCAAGCATCGATTTGTCACCCCCGAC 
AGCAACTACTTGACCTTTGGGTCCGGTAAATACGTCTGCCCCGGCCGATTTATAGCGGAACACATGTT 
GAAGCTGATGATGACCGCCGTGCTCCTGCGCTACGAGTTCAAGTGGCCTCCGGGAGTCCCTGTGCCCG 
AACAACAGTATCGGCATGTCTTTGCTTATCCAAGCAAAACCACACTGTTGATTAAACGACGCAAAGAT 
GGC GAT CAGATTCTTTAAAGTATCATTATCTGAAAAGAAGAAAAGAGGATGTCTTCCTCTTCCCGTTA 
AAGACTGCTGAGTGCAAGTTTGTGAAAGGAGAGGTGTTACGAACAGAATGTACATGCCCACTAGAACG 
AGTTAGAGTATGGCAGCTACCTTGACTAATATGTTAACTTTAATAATATATAATTGATTATTAATTGT 
T T T T AAAT AT T T AGT AT T T AAT AAAAAAT AG AAT AT T G T AT T T T AT AT AAAT T AT AAT T AAAC AAT AT 
AT TAT G T T T AAT AAT AT AAT T AAAT AT AAAAT AC T T T TAT T C AAGAT T AT AAAAC 
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ATGGCATTTGCAAGTCTTTTGCACCATATCTGGAACCATGCAGTGGATTGCGCTGAGCAGCTGACTTG 
GTGGCAGACCATTGTGAGCTTCATCATTTTCTGCATCATGTGCTCTTGGCTACCTGGGAATGGGGAAA 
TGCGCGCTCCGTTTGTTGGTTATCGCTGGCCATTCGAGCCTACTTTCTGGGTCCGAATGCGCTTCATC 
TTTCAGAGTTTAGGCATGATGACCGAAGGATACTCAAAGGTGAGCTCCCGTCCGGGTGGAGAAAGACA 
GC T AG AC G AAT G AC T G AC GC C AAAC G C T T G AC AGT T C AAG GAT T C CAT G T T C AAG AT C AC G AC C AAC G 
ATGCCGACTGGCTTGTCCTCTCCCAACGCTACTTGGATGACTTGCAGTCTCTGCCAGCCGAGAGATTG 
AGCCATACAGACGCTCTAGTGACGGTGAGGGCGCATACTAGTCGCTAGTCCCTACGACAGTGGTGTGC 
TAATCGAGTTGTGTCTCATTTAGATGTGGGGGAGCAGCCACAGCCCTTTTGCTCTGCTCAACAAGAGT 
GATCTTAGCTCTCGAGCTCTTCGTGTAAGGACCAATCCCTCCTTGTTATGCAGAACGGATCTGACTTG 
AAAAGGACGTGGTTGCGCCGAATTATGCCAAGGACCTTGATAGCCTCGTAGACGAACTCCGCTATTCG 
CTTGAGCACGATATAGACATACAGGATGGTATGTATGCGCCTATTTTCCAACTAATTTTGAGGTCGTC 
ATGTTGGCTGACTGGGTCGATGCGCTTAGACTGGAAACCGATTGATGCCCTTGAACTTTCTTCGAAGT 
TGGTGTTGCGGATATCGCAGCGAATCTTGATCGGCTGGCCCATGAGTCGCGATCAAGAGCTCCTTGAA 
TGCGCACAAGGCTACGCAGACGCTGGTAAGAGGACGAGCTGTTACGTATGACCCTTTTCTTCGGTAAA 
AACTAACGGGGGTTTCAGCTACCGTCGTCCAGTTTGCCCTGAAACTACTTCCTCGCCAGATTCGGCCG 
CTTGTCTATCCTCTGCTCCCACAAGCATGGGCTACTAAATCGTGGATCAGGCGCTGTGACAAGATACT 
GGCAAAGGAAATGCAACGTCGACAAGTTTTGGAGAAGTCGGATCCCGTGTACGAGAAACCAAAGGACT 
TGCTGCAGGGCATGGTGGACCTGGAGCCGTCCCGGCCTGTTGACAAACTTGGACATGATTTTCTCGTC 
CAAGCCTTGATTTCCAGAATGGCTCCAGTTGTTACCATGGCCCAAACCCTTGTTGATCTTGCCCTCCA 
TCCTGAGGATATCGAGGAGCTGCGTGATGAGGTTCTGCAAGTCATAGGACCAGACGGGGCGGGATTAG 
G AAAC C T AC G AC AAT CAT T T AC C AAAC T T G AC AAG AT G G AC AG C G T C T T G AG GG AAT CTGCCAGGTTC 
ACCCCTCTATCTATGAGTAAGTGCCATTTCTGTCCTCCAGAATAGCTTGCTGGCATGACTAATCTGTG 
GTATAGTGACAATGCACCGCCGGGTTCAGGACGCCAAGGGCATCACGCTCCATGACGGTGTGCATCTT 
CCACGAGGCACGCATGTGGCATTCCCAGCGTACCACATTGGCAGAGATCCCAAGTTGGTGTCAGGTGC 
AGATATCTATGACGGGCTGCGCTGGTACAGGAAGGACCTCGGCGAGGCCCAAGAAAACGAAGCTCCCA 
AGCATCGATTTGTCACCCCCGACAGCAACTACTTGACCTTTGGGTCCGGTAAATACGTCTGCCCCGGC 
CGATTTATAGCGGAACACATGTTGAAGCTGATGATGACCGCCGTGCTCCTGCGCTACGAGTTCAAGTG 
GCCTCCGGGAGTCCCTGTGCCCGAACAACAGTATCGGCATGTCTTTGCTTATCCAAGCAAAACCACAC 
T G T T GAT T AAAC G AC GC AAAG AT G G C GAT C AG AT T C T T T AA 
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ATGAAACCTACTACTCGCTGTCCATTCGACTATCTGGTGAGCCAGTGTGGAAAGCATCATTTCAAAAC 

CTTTGTCCAGTTACTGTCACCTCTTCTCCAAGACGAAGATCCCGACAGATATGCTTTAATTCTGGACA 

TTATGGACGCTGTCCACTTCTCCGCCATCTTGATCGATGACATTGCCAACCAAAGTGCTCTACGCAGG 

AACCAGCCGGCCGCCCATGTTGTTTTTGGGGAGACGGAAACGGCCACTAGAGCCTACCTCGTTCTGCT 

GCGGGTCGTCAACAGGACAATGCGAGAGAACCCAGTCCTGGCCGGTGAGCTACTAAACAGCCTGGAAG 

AAATTCACCAGGGTCAGGACGAGTCTCTTGTGTGGCGCCGCGACGGGCTGGAGACTTTTCCCGTCGCC 

GATGACGAGAGACTGGCAGCCTACGTGCGCATGTCCCGCCTCAAAACGGGCTCCCTCTTCGTGCTCCT 

CGGACGGCTTCTAGCCAACGGTGGTACCGAGTTTGATGACCTGCTGGTACGCTTTGGGTACGTTTCTG 

CCTCTTGTCCCAACAAAGAGGGCCGCCGACTAACTGGTTCTCTCTTGTTCTTGAAGCCTGTACGCGCA 

GCTGCAACATGATTGCAAGAACATTTACTCTCCCGAATACGCTCTCAACAAGGGATCCGTCGCTGAAG 

ATTTGCGAAATGGCGAATTGTCCTATCCCGTTGTGGTCGCCTTGATTGAGAACAAGGCGGAAGGGATC 

GTGGGAGAGGCCTTGCGCACGCGCAGCGACGGGGATACCGAACAGGCACTCCGCGTTTTGGAGAGCCC 

GGCAGTCAAGGACGCGTGCCTGCACGCACTCGAGGCTGCGAGTGTCGGCTTGGAAGACCTTGTTGAGG 

CATGGGGACGACGAGAAAAAATGAGATCCGACACCCTCGACGGCGACGACTTAACAAGGCCAAGCACC 

ATCACACAACATGAACAAGATGACCATGTTGATAGAGCTGCCATCGATGCCAAGAGTGATGCGAGTGG 

CAGTAGCAATAAGTCTCTCACGCCCCCAGAGACAGCCCCTACGACGGACACCCTGTCCGAGACAGCTG 

TGGGGGATATCTCGTCAGTCGACGTGGATTACTGGACTCGGAGATGCGTTCCCATAATCGGTAGCCTC 

TTGAAATCATGCCGAGTCTACTCGGAAGCGGAACGGGAAACACAGCTGCGCTTCCTTCAGGAACATGT 

GCTACCTAATCTAGGTCCTCGTCCATCCTCCCCCGGCTCGCAGATCCAGTCCATGGCTACATTCAGCG 

GCTTTCCTCTCCAACCCAGCATCAACCTGAGCGGCTCCGGCCAGGCCAAAGTCCGCTACACGTTTGAA 

CCGCTCGACAGCCTGAGTGGCACCGAGGTTGACCCTTTTGCACTGGCGCCGGCTCAGCGAGTGCTCGA 

AAAGCTCTCCACCCTTCTCGGCGTCTGGCCTGGATGGATCGACGCTTTGATCGCTGCGTACCACCCAA 

CCAGAGAGGAAGTCGAGCAATTACACCCGAATCTGCACGAGTACCTCAGAGGCGTCCTCGTGAGAACG 

ACAGGACGCCAAGATGTGCAGGTTCCTCCCATGCCGCGAATGTGGGTGTGCTTCGTTGCGCTTGATCT 

GGAGGGCGCCTCACAGGCACTCAAGGTTTATTTTGATCCCAAGATCAAAGAAGCCGTGACTGGTATTC 

CTTCCTGCAAATACACTTGTCAGATTCTACGGACGGTTGATAGGTTTGGCAACGCCAAGGCCGTCGAC 

ATGCTTGAGCAGTGAGTCACGTCTGGGAGCACTATCCAGGTCCGAGGTACTAACAAGATTTTGTCAGG 

TTCTTGGCAGAGGAGCACAGCATAGGCGCTGTCGAACTGATTGCCATTGATTGCGTCCCAGAAGAAAT 

GCAGCCATCGGCGCGGATCAAGGTCTACGTTCACACCATGAGCAACTCGTTTCAGACAGTACGCAAGT 

ACATGACAATGGGTGGCCGCTGCATGGATCCTGCGACCCTCGAGGGTCTGGAAAACTTGCACGACGTG 

TGGTACTCCCTTCTCGGGGAAAGTCAAGGTATTGTCAATGAAGAGTACAGCAAGCCCTTGACTGGCTT 

TAGCTCGATGCAGCATCACTTGTACTTTAGCTACGAGATGACGCCTGGCAATGCTGATCCCGGCGTCA 

AAGTCTACATACCTGTGCAAAGCTACGCGCCAGACGACAAGACCATCGCGCAGAACTACGAGGCAAAT 

TTTCGGCAACTCAACTGGCCGTGGGGCGAACCCGGCGTTTACGAAGCGGTGATAGAGAGTGCTCTGTA 

CGTAATGACAGGCCCTTTGACCATATTACTTACTGACAACTTGGAATTTAGTGGACCAGTAAAGCACA 

GCCGCGCAACGTTCCTCCATGGAGGATCTTCTTTCATCTTTTCCAAAGGCCGAGGAGTTTATCAGTCC 

ATATATCTAGACCCTCCACTGGAGGAAGGAGGGAACATTGCTGTATTCGAGCACCACGACGATCAGGA 
TACTATAGTTGACCTTGGCAATATGTAG 
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